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U274 RECEPTOR. A G-PROTEIN COUPLED RECEPTOR RELATED TO THE EDO RECEPTOR FAMILY 

FIELD OF THE INVENTION 

The present invention relates to a newly identified member of the superfamily of 
G-protein-coupled receptors, and a new member of the EDO receptor family. The 
invention also relates to polynucleotides encoding the receptor. The invention further 
relates to methods using receptor polypeptides and polynucleotides as a target for 
diagnosis and treatment in receptor-mediated and related disorders. The invention 
further relates to drug-screening methods using the receptor polypeptides and 
polynucleotides to identify agonists and antagonists for diagnosis and treatment. The 
invention further encompasses agonists and antagonists based on the receptor 
polypeptides and polynucleotides. The invention fiirther relates to procedures for 
producing the receptor polypeptides and polynucleotides. 

BACKGROUND OF THE INVENTION 

G-protein coupled receptors 

G-protein coupled receptors (GPCRs) constitute a major class of proteins 
responsible for u-ansducing a signal within a cell. GPCRs have seven transmembrane 
segments. Upon binding of a ligand to an extracellular portion of a GPCR, a signal is 
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transduced within the cell that results in a change in a biological or physiological 
property of the cell. GPCRs. along with G-proteins and effectors (intracellular 
enzymes and channels modulated by G-proteins). are the components of a modular 
signaling system that connects the state of intracellular second messengers to 
extracellular inputs. 

GPCR genes and gene-products are potential causative agents of disease 
(Spiegel ^a^., / Clin. Invest. 92:1119-1125 (1993); McKusick et al.,J. Med. Genet. 
30:1-26 (1993)). Specific defects in the rhodopsin gene and the V2 vasopressin 
receptor gene have been shown to cause various forms of retinitis pigmentosum 
(Nathans etal., Annu. Rev. Genet. 26:403-424(1992)). nephrogenic diabetes insipidus 
(Holtzman et al.. Hum. Mol. Genet. 2:1201-1204 (1993)). These receptors are of 
critical importance to both the central nervous system and peripheral physiological 
processes. Evolutionary analyses suggest that the ancestor of ftese proteins originally 
developed in concert widi complex body plans and nervous systems. 

The GPCR protein superfamily can be divided into five families: Family I. 
receptors typified by rhodopsin and the beta2-adrenergic receptor and currently 
represented by over 200 unique members (Dohlman et al., Annu. Rev. Biochem. 
60:653-688 (1991)); Family H. the parathyroid hormone/calcitonin/secretin receptor 
family (Juppner et al.. Science 254:1024-1026 (1991); Lin et al. Science 254:1022- 
1024 (1991)); Family UI, the metabotropic glutamate receptor family (Nakanishi 
Science 258 597:603 (1992)); Family IV. the cAMP receptor family, important in the 
chemotaxis and development of Z>. discoideum (Klein et al.. Science 241.1A61-IA11 
(1988)); and Family V. die fungal mating pheromone receptors such as STE2 
(Kuijan, Anm. Rev. Biochem. 67:1097-1129 (1992)). 

There are also a small number of other proteins which present seven putative 
hydrophobic seginents and appear to be unrelated to GPCRs; however, they have not 
been shown to couple to G-proteins. Drosophila expresses a photoreceptor-specific 
protein, bride of sevenless (boss), a seven-transmembrane-segment protein which has 
been extensively "smdied and does not show evidence of being a GPCR (Han al., 
Proc. Natl. Acad. Sci. USA 90:5047-5051 (1993)). The gene frizzled (fz) in 
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Drosophila is also thought to be a protein with seven transmembrane segments. Like 
boss, fz has not been shown to couple to G-proteins (Vinson et aL, Nature ii5:263- 
264 (1989)). 

G proteins represent a family of heterotrimeric proteins composed of a, p 
and y subunits, that bind guanine nucleotides. These proteins are usually linked to 
cell surface receptors, e.g., receptors containing seven transmembrane domains. 
Following ligand binding to the GPCR, a conformational change is transmitted to the 
G protein, which causes the ^-subunit to exchange a bound GDP molecule for a GTP 
molecule and to dissociate from the py-subunits. The GTP-bound form of the 
subunit typically functions as an effector-modulating moiety, leading to the production 
of second messengers, such as cAMP (e.g., by activation of adenyl cyclase), 
diacylglycerol or inositol phosphates. Greater than 20 different types of cx-subunits 
are known in humans. These subunits associate with a smaller pool of p and y 
subunits. Examples of mammalian G proteins include Gi, Go, Gq, Gs and Gt. G 
proteins are described extensively in Lodish et al.. Molecular Cell Biology, (Scientific 
American Books Inc., New York, N.Y., 1995), the contents of which are 
incorporated herein by reference. 

Lipid Ligands for GPCRs 

Lysophospholipids have been shown to act on distinct G-protein-coupled 
receptors to serve a variety of overlapping biological functions. Lysophosphatidic 
acid (LPA) is an extracellular phospholipid that produces multiple cellular responses 
including cellular proliferation, inhibition of differentiation, cell surface fibronectin 
binding, tumor cell invasion, chemotaxis, CI* mediated membrane depolarization, 
increased tight junction permeability, myoblast differentiation, stimulation of 
fibroblast chemotaxis, acute loss of gap junctional communication, platelet 
aggregation, smooth muscle contraction, neurotransmitter release, stress fiber 
formation, cell rounding, and neurite retraction, among others. See, Moolenaar, 
W.H. et al, Curr. Opin. Cell Biol 9:168-173 (1997). LPA acts through G-protein- 
coupled receptors to evoke the multiple cellular responses. It is generated from 
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acdvaed plaWeu and ca„ also be ge«r.Kd ftom microv«icles shed fton, blood cells 
Challenged wifl, i„flan>nm,^ sUnuili. I, is o« of d« „„j„, „i,„j,^ „^ 
senm,. LPA has been shown to serve as an EDG fimily ligand (for EDG.2) This is 
consisKm m a general role for m receptor 6™i,y i„ proliferadonrelated signal 
transduction (see below herein). 

. The N1E-1I5 neuronal cell line shows morphological responses to LPA LPA 
induces retraction of developing neurites and rounding of the cell body, changes 
driven by contraction of the actomyosin system, regulated by the GTP binding protein 
Rho. See, Postma. EMBO J. i5:2388-2395 (1996). 

In Xenopus oocytes. LPA elicits oscillatoiy CI" currents. Expression depends 
upon a high affinity LPA receptor having features common to members of the 
rhodopsin seven transmembrane receptor superfemily. An antisense oligonucleotide 
derived from the first 5-11 amino acids selectively inhibited expression of this 
receptor. See. Guo et al. , Proc. Nat'L Acad, Sci. U.S.A. 95:14367-14372 (1996) 

The intracellular biochemical signaling events that mediate the effects of LPA 
include stimulation of phospholipase C and consequent increases in cytoplasmic 
calcium concentration, inhibition of adenyi cyclase, and activation of 
phosphatidylinositol-3-kinase. the Ras-Raf-MAP kinase cascade and Rho GlPase and 
RhoKiependent kinases. The Ras-Raf-MAP kinase and Rho pathways stimulate the 
transcription factors ternary complex factor and serum response factor, respectively 
Ternary complex factors and serum response factors synergistically activate 
transcription of growth-related immediate early genes such as c-fos by binding to 
serum response element (SRE) in the promoters (Hill et al.. Cell 571159-1170 
(1995)). 

LPA receptors m fibroblasts couple to at least three distinct G-proteins: G 
G, and G,,,3. Activation of G, stimulates phospholipase C and consequeni 
mobilization of intracelblar calcium. Activation of G, mhibits adenyi cyclase and 
stimulates the Ras-Raf-MAP kinase pathway leading to transcriptional activation 
mediated by ternary complex factors. Activation of G,,, stimulates Rho which leads 
to actm-based cytoskeleton changes and transcriptional activation mediated by serum 
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response factor. The G, and Rho-activated pathways synergistically stimulate 
transcription of many growth-related genes containing serum response elements in 
their promoters (An, etal.J, Biol Chem, 2Z?:7906-7910 (1998)). 

It has been reported that serum albumin contains about a dozen as yet 
unidentified lipids (methanol soluble) with LPA-like biological activity. See Postma, 
cited above. 

Sphingolipids have also been reported to be involved in cell signaling. 
Ceramide (N-acyl-sphingosine), sphingosine and sphingosine-1 -phosphate (SIP) are 
second messengers involved in various biological functions. Ceranxide is involved in 
apoptosis. SIP is a platelet-derived lysosphingolipid that acts on cognate G-protein- 
coupled receptors to evoke multiple cellular responses, such as cellular proliferation 
and mmor metastasis. See Moolenaar, cited above, and Meyer et al (FEES, Lett, 
470:34-38 (1997)) for a review. Typical receptor-mediated responses to SIP (and 
LPA) include stimulation of phospholipase C and consequent calcium mobilization, 
inhibition of adenylate cyclase, mitogen activated protein (MAP) kinase activation, 
DNA synthesis, mitogenesis and cytoskeletal changes, such as cell rounding and 
neurite retraction (Zondag, cited above), microfilament reorganization, cell migration, 
stress fiber formation, membrane depolarization, and fibroblast proliferation. 

SIP has been shown to act on neuronal NlE-115 cells by means of a high 
affinity receptor, to remodel the actin cytoskeleton in a Rho-dependent manner. See, 
Postma, et ai, cited above. Like LPA, SIP induces neurite retraction and cell 
rounding in differentiated PC12 cells. See, Sato, et al., Biochem. Biophys. Res. 
Comm, 240:329-334 (1997). 

SIP acts by activating a G-protein-coupled receptor distinct from the LPA 
receptor. Recently, SIP has been demonstrated to act as a ligand for three members 
of the EDO subfamily of GPCRs, EDG-1, EDG-3, and H218. 

A distinct receptor is also activated by another lysosphingolipid, sphingosyl- 
phosphorylcholine (SPC or lysosphingomyelin). It is a strong mitogen and evokes, 
biochemical responses similar to those by LPA, except by a distmct receptor (in some 
cells, however, SPC and SIP might act on the same receptor). See, Moolenaar, cited 
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above. SPC has also been shown to mediate fibroblast mitogenesis. platelet 
activation, and neurite retraction. It has been shown to activate MAP kinases See 
An. et al., FEBS Un. ^i7:279-282 (1997). SIP and SPC also activate pathways 
involving G,, Ras-Raf-ERK and Rho GTPases (An, et al. , FEBS Lett.). 

Since SIP and LPA are both released from activated platelets, they may play a 
role in wound healing and tissue remodeling, including during traumatic injury of the 
nervous system. Because LPA can also be generated from blood cells challenged with 
inflammatory stimuli, LPA may stimulate responses not only at the site of injury but 
also at sites of inflammation. 

EDG (Endothelial Differentiation Gene^ recep rnrc 

Hecht et al. (/ Cell Biol. ii5:1071-1083 (1996)) cloned a cDNA from mouse 
neocortical cell lines. Tins gene, termed ventricular zone gene-1 (v^,-7) was shown 
to be 96% identical to an unpublished sheep sequence designated EDG-2 (GenBank 
Accession No. U18405) and identified as an LPA receptor, ms cDNA was also 
isolated as an orphan receptor by Macrae et al. (Mol. Brain Res. 42:245-254 (1996)) 
who designated it Recl.3. EDG-2 is closely homologous to a G,linked orphan 
receptor EDG-1 (37% homology). A cDNA homologous to ti^at encoding sheep 
EDG-2 protein was cloned from a human lung cDNA library (An et al., Biochem 
Biophys. Res. Comm. 257:619-622 (1997)). A search of GenBank showed that EDG- 
2 CDNA from mouse and cow had also been cloned and sequenced. TTie human 
EDG-2 protein was shown to be a receptor for LPA. The cDNA was expressed in 
mammalian cells (HEK293 and CHO) using a reporter gene assay quantifying die 
transcriptional activation of a serum response element-containing promoter. This 
assay can sensitively measure the G-protein-activated signaling patiiways linked to 
LPA receptors. The mouse EDG-2 (Vzg-l) showed 96% identity to the human EDG- 
2 (Hecht et al., J. Cell Biol. 755:1071-1083 (1996)). EDG-2 was demonstrated to 
mediate mhibition of adenyl cyclase by G, and cell morphological changes via Rho- 
related GTPases (An et al. . /. BioL Chem. 275:7906-7910 (1998)). 

Human EDG-1 cDNA was cloned from a human cDNA library of human 
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umbilical vein endothelial cells exposed to fluid sheer stress (Takada et al, Biochem. 
Biophys, Res, Comm. 240:737-741 (1997)). EDG-1 mRNA levels in endothelial cells 
increased markedly in response to fluid flow. This suggested that EDG-1 is a 
receptor gene that could function to regulate endothelial function under physiological 
blood flow conditions. Recently, it was shown that the EDG-1 receptor is capable of 
mediating a subset of early responses to sphingosine 1 -phosphate (SIP), notably, 
inhibition of adenylate cyclase and activation of the G,-MAP kinase pathway, but not 
activation Of the PLC-Ca^*^ signaling pathway. (Zondag, G.C. et al , Bio. Chem. J. 
550:605-609(1998)). 

The overexpression of EDG-1 receptors has been shown to induce exaggerated 
cell-cell aggregation, enhanced expression of cadherins, and formation of well- 
developed adherens junction, dependent upon SIP. The third intracellular loop has 
been shown to interact with G-a-i-1 and G-a-i-3 in a ligand-independent manner. 

In the study of Zondag, the results indicated that EDG-1 but not EDG-2 was 
capable of mediating the specific subset of cellular actions induced by SIP. However, 
these responses were specific in that LPA failed to mimic SIP. 

Another study (Fukushima et al, Proc, Natl. Acad. ScL USA 95:6151-6156 
(1998)) showed that the human EDG-2 mediates multiple cellular responses to LPA. 
At least six biological responses to LPA were reported, including the production of 
LPA membrane binding sites, LPA dependent G-protein activation, stress fiber 
formation, neurite retraction, transcriptional serum response element activation and 
increased DNA synthesis. EDG-1 and EDG-2 were shown to signal through at least 
two distinct pathways, a GJG^ pathway and a PTX insensitive pathway that involves 
Rho activation. It was demonstrated that G, coupled directly with Vzg-1 (EDG-2) 
after LPA exposure. At the same time it was shown that Vzg~l mediates actin-based 
cytoskeletal changes that operate through a Rho-sensitive pathway. See Fukushima, 
cited above. The results were consistent with a model in which EDG-2 transduces 
LPA signals onto the same DNA target through two separate pathways. Activation of 
serum response element-<iependent transcription can be effected through stimulation of 
the Ras-Raf-MAP kinase cascade (by a ternary complex factor) and through a Rho- 
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MMvation IS progression through the cell cjrde. 

"stag a,e cDNA sequence „, EDG-2 LPA recepw .0 perform a 

se^nce^based searoh for lysosphingoiipid receptors. An e, at. (fEBS. Lm 4nm 
s ^2 0997,) fon,., ^ Cosely reiared G.pro.i„.o.,p,c, recep«„s. designa^d ra, 
H2 and hnnran EIX5-3. Both of d«se, when overexpressed in „^ 
mob^rzed calcium ^ acuvared se™, response elen«n.^riven ^nscripdonal' 
reporter gene (which requires activation of Rho and Ras Gn^) in respo,.e ,0 SIP 
^■^X^SIP. and sphingosylphosphotyfcholine, but not .0 U.A. Expressed hi 

E0G.2 was also used for a sequence-based searoh for, new genes encodtng 
^ve su^ Of I^A receptor.. A human cDNA encoding a G-protei„.„ J 
^des^^ted EDa4 was identified by searehing GenBanlc for homologies with 
^ EDG-2 LPA receptor. ^ overe^ „ ^^^^ 
IPA-mduced acdvadon of a serum response element reporter gene wiu, LPA 
T^TTT^ and specificity (An « , a^. ^,,,^,,,, 
am). Jurka. cells are a preferred assay system because they lack- background 
-ponses ,0 LPA in the se™ response element reporter gene assay. ED04 was 
Shown .0 mediate activation of set^m response eleme.t.<«ven transcription m luHtat 
cells mvolvmg Gi and Rho GTPase. 

A flow chart designating homologies of the various EDO receptors is shown in 

rigure 5, infra. 

GPCRs in general and EDO recepton are important u>rgets for drug action 
and development. Expression of tte receptors for SIP or U-A in tumor cells may 
sensnize d»n to a« growth-promoting effects of d«se molecules, resulting in 
-creased aggressiveness of d« nnnor. Accordingly, it is valuable to the fleld of 
_ Pharmaceutical development to identic and characterize previously unknown GPCRs 
Par^cularly EDO recepto... ^ ^^^^ ^ _ 

provKhng a previously uridentified human GPCR, a new member of d,e EDG 
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receptor family. 

SUMMARY OF THE INVENTION 

It is an object of the invention to identify novel GPCRs. 

It is a further object of the invention to provide novel GPCR polypeptides that 
are useful as reagents or targets in receptor assays . applicable to treatment and 
diagnosis of GPCR-mediated disorders. 

It is a further object of the invention to provide polynucleotides corresponding 
to the novel GPCR polypeptides that are useful as targets and reagents in receptor 
assays applicable to treatment and diagnosis of GPCR-mediated disorders and useful 
for producing novel receptor polypeptides by recombinant methods. 

A specific object of the invention is to identify compounds that act as agonists 
and antagonists and modulate the expression of the receptor. 

A further specific object of the invention is to provide the compounds that 
modulate the expression of the receptor for treatment and diagnosis of GPCR related 
disorders. 

The invention is thus based on the identification of a novel GPCR, designated 
the 14274 receptor. 

The invention provides isolated 14274 receptor polypeptides including a 
polypeptide having the amino acid sequence shown in SEQ ID NO 1, or the amino 

acid sequence encoded by the cDNA deposited as ATCC No. on 

("the deposited cDNA"). 

The invention also provides isolated 14274 receptor nucleic acid molecules 
having the sequence shown in SEQ ID NO 2 or in the deposited cDNA. 

The invention also provides variant polypeptides having an amino acid 
sequence that is substantially homologous to the amino acid sequence shown in SEQ 
ID NO 1 or encoded by the deposited cDNA. 

The invention also provides variant nucleic acid sequences that are 
substantially homologous to the nucleotide sequence shown in SEQ ID NO 2 or in the 
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deposited cDNA. 

The inv.«io„ also p„,ite ft,gme«s of po.ypepUde shown i„ SEQ ID 
NO 1 and nucleo^e shown in SEQ ID NO 2, as weU as suhsundally homologous 
fragments of the polypeptide or nucleic acid. 

The invention also provides vectors and host cells for expression of the 
re^ptor nucleic acid molecules and polypeptides and particularly recombinant vectors 
and host cells. 

The i„ven,te also provides mett,«is of n»king Che vec»rs and host cells and 
n.e*ods for using d«™ .o produce the ,e«p,„r ™,cleic acid molecutes and 

10 polypeptides. 

The invention also provides antibodies that selectively bind the receptor 
polypeptides and fragments. 

The inv«ion also provides n^ftods of sc,e«»ng for compounds d., 
modulate fte aoiviry of d« recep»r polypepUdes. ModuMon can be a, d,e level of 
" -he poljwUde recepwr or a, d„ level of comrolling *e exp-ession of nucleic acid 
expressmg the receptor polypeptide. 

nie invendon also provides a process for modulating receptor polypeptide 
«"v,ty. especially using the screened compou»is, including to tteat coalitions related 
to expression of the receptor polypeptides. 

The invention also provides diagnostic assays for detennining the presence of 
and level of the receptor polypeptides or nucleic acid molecules in a biological 
sample. ^ 

The invention also provides diagnostic assays for determining the presence of 
a mutauon m the receptor polypeptides or nucleic acid molecules. 

DESCRIPTION OF THE DRAWINGS 

Figure 1 shows the 14274 nucleotide sequence (SEQ ID NO 2) and the 
d«luced 14274 amino acid sequence (SEQ ID NO 1). It is predicted that amino acids 
1-39 constitute amino terminal extracellular domain and amino acids 309-398 
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constitute the carboxy terminal intracellular domain. The region spanning the entire 
transmembrane domain is from about amino acid 40 to about amino acid 308. 
Specifically, the seven transmembrane segments are as follows: from about amino 
acid 40 to about amino acid 62, from about amino acid 71 to about amino acid 95, 
from about amino acid 114 to about amino acid 131, from about amino acid 152 to 
about amino acid 173, from about amino acid 192 to about amino acid 213, from 
about amino acid 253 to about amino acid 273, and from about amino acid 291 to 
about amino acid 308. The amino acids corresponding to the three extracellular loops 
are as follows: from about amino acid 96 to about amino acid 113, from about amino 
acid 174 to about amino acid 191, from about amino acid 274 to about amino acid 
290. The intracellular loops are from about amino acid 63 to about amino acid 70, 
from about amino acid 132 to about amino acid 151, and from about amino acid 214 
to about amino acid 252. The underlined area shows a GPCR signature. The most 
commonly conserved intracellular sequence is the aspartate, arginine, tyrosine (DRY) 
triplet. Arginine is invariant. Aspartate is conservatively placed in several GPCRs. 
DRY is implicated in signal transduction. In the present case, the arginine is found in 
the sequence ERS, which matches the position of the DRY or invariant arginine for a 
rhodopsin family seven transmembrane receptor. See Figure 6. 

Figure 2 shows a comparison of the 14274 receptor against the Prosite 
database of protein patterns, specifically showing a glycosylation site in the amino 
terminus, phosphorylation sites for protein kinase C, phosphorylation sites for casein 
kinase n, N-myristoylation sites, and the G-protein-coupled receptor signature 
represented by ERS in the sequence. 

Figure 3 shows an analysis of the 14274 amino acid sequence: aatum and 
coil regions; hydrophilicity; amphipathic regions; flexible regions; antigenic index; 
and surface probability. 

Figure 4 shows a 14274 receptor hydrophobicity plot. Amino acids 40-308 
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constitute the entire transmembrane domain that includes the seven transmembrane 
segments, the three intracellular loops and the three extracellular loops. 

Figure 5 shows the approximate percent identity among various EDG family 
5 members as follows: 

EDG1-EDG2:40%: EDG1-EDG4:40%; EDG1-EDG3:55%; EDGl-14274 
receptor:49.8%; 

EDG2-EDG4:57%; EDG2-EDG3:39%; EDG2-14274 receptor:35.3%; 
EDG3-EDG4:32%; EDG3-14274 receptor:46.1%; 
10 EDG4-14274receptor:35.1% 



Figure 6 shows a sequence comparison between a seven transmembrane 
receptor member of the rhodopsin superfamily and the 14274 receptor showing the 
position of the ERS, that corresponds to die GPCR signature. 
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Figure 7 shows a multiple sequence alignment between the 14274 receptor and 
several EDG receptor sequences. The transmembrane domains are listed as TM(l-7). 

Figure 8 shows expression of the 14274 receptor in various human cells and 
20 tissues. The + signs indicate the highest levels of expression. TTie - signs indicate 
decreased levels relative to normal. 

Figure 9 shows relative expression (Th2 24h [RLD63] resting used as 
reference) of the 14274 receptor in T cells. 

25 . • , 

DETAILED DESCRIPTION OF THE INVENTION 

Receptor function/signal pathway 

The 14274 receptor protein is a GPCR diat participates in signaling pathways 
30 As used herein, a "signaling padiway" refers to the modulation (e.g., stimulation or 
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inhibition) of a cellular function/activity upon the binding of a ligand to the GPCR 
(14274 protein). Examples of such functions include mobilization of intracellular 
molecules that participate in a signal transduction pathway, e.g., phosphatidylinositol 
4,5-bisphosphate (PIP2), inositol 1,4,5-triphosphate (IP3) or adenylate cyclase; 
polarization of the plasma membrane; production or secretion of molecules; alteration in 
the structure of a cellular component; cell proliferation, e.g., synthesis of DNA; cell 
migration; cell differentiation; and cell survival. Functions mediated by EDG. receptors 
are further presented in the background section, supra. 

The 14274 receptor shows very high expression in brain and high expression in 
spleen, bone marrow, lung, resting T-cells compared to activated T-cells, and CDS T- 
cells. There is also significant expression in a variety of other tissues and cells as shown 
in Figures 8 and 9. The expression in CD34" suggests that the gene is expressed in 
nonprogenitor marrow cells. The expression of the gene in nonactivated lymphocytes 
(more specifically, CDS T-cells) suggests that the gene functions in the central nervous 
system. Finally, based on cellular expression, the 14274 receptor may function in 
inflammation and hematopoetic contexts (relatively high expression in resting T-cells as 
compared to activated T-cells). Expression of the 14274 receptor is particularly 
pronounced in lung carcinoma, and particularly squamous cell carcinoma. The gene 
also shows increased expression in colon carcinoma. The gene also shows a significant 
decrease in expression in breast carcinoma. 

Since the 14274 receptor protein is expressed in these tissues, cells participating 
in a 14274 receptor protein signaling pathway include, but are not limited to cells 
derived from these tissues. 

Depending on the type of cell, the response mediated by the receptor protein 
may be different. For example, in some cells, binding of a ligand to the receptor protein 
may stimulate aa activity such as release of compounds, gating of a channel, cellular 
adhesion, migration, differentiation, etc., through phosphatidylinositol or cyclic AMP 
metabolism and turnover while in other cells, the binding of the ligand will produce a 
different result. Regardless of the cellular activity/response modulated by the receptor 
protein, it is universal that the protein is a GPCR and interact with G proteins to produce 
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one or more secondaiy signals, in a variety of intracellular signal transduction pathways, 
e.g., through phosphatidylinositol or cyclic AMP metabolism and turnover, in a cell. 

As used herein, "phosphatidylinositol turnover and metabolism" refers to the 
molecules involved in the turnover and metabolism of phosphatidylinositol 4,5- 
bisphosphate (PIP2) as well as to the activiUes of these molecules. PIP^ is a 
phospholipid found in the cytosolic leaflet of the plasma membrane. Binding of ligand 
to the receptor activates, in some cells, the plasma-membrane enzyme phospholipase C 
that in turn can hydrolyze PIP^ to pnxluce 1,2-diacylglycerol (DAG) and inositol 1,4.5- 
triphosphate (I?,). Once formed IP3 can diffuse to the endoplasmic reticulum surface 
where it can bind an IP3 receptor, e.g., a calcium channel protein containing an IP3 
binding site. IP3 binding can induce opening of the channel, allowing calcium ions to be 
released into the cytoplasm IP3 can also be phosphorylated by a specific kinase to fomi 
inositol 1,3.4,5-tetraphosphate (IP4), a molecule which can cause calcium entry into the 
cytoplasm from the extracellular medium. IP3 and IP4 can subsequently be hydrolyzed 
yery rapidly to the inactive products inositol 1,4-biphosphate Q?^ and inositol 1,3,4- 
triphosphate, respectively. These inactive products can be recycled by the cell to 
synthesize PIPj. The other second messenger produced by the hydrolysis of PIPj, 
namely U-diacylglycerol (DAG), remains in the cell membiane where it can serve to 
activate the enzyme protein kinase C. Protein kinase C is usually found soluble in the 
cytoplasm of the cell, but upon an increase in the intracellular calcium concentration, 
this enzyme can move to the plasma membrane where it can be activated by DAG. ITie 
activation of protein kinase C in different cells results in various cellular responses such 
as the phosphorylation of glycogen synthase, or the phosphorylation of various 
transcription factors, e.g.. NF-kB. The language "phosphatidylinositol activity", as used 
. herein, refers to an activity of PIPj or one of its metabolites. 

Another signaling pathway the receptor may panicipate in" is the cAMP turnover 
padiway. As used herein, "cyclic AMP tumover and metabolism" refers to the 
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molecules involved in the turnover and metabolism of cyclic AMP (cAMP) as well as to 
the activities of these molecules. Cyclic AMP is a second messenger produced in 
response to ligand induced stimulation of certain G protein coupled receptors. In the 
cAMP signaling pathway, binding of a ligand to a GPCR can lead to the activation of 
the enzyme adenyl cyclase, which catalyzes the synthesis of cAMP. The newly 
synthesized cAMP can in turn activate a cAMP-dependent protein kinase. This 
activated kinase can phosphorylate a voltage-gated potassium channel protein, or an 
associated protein, and lead to the inability of the potassium channel to open during an 
action potential. The inability of the potassium channel to open results in a decrease in 
the outward flow of potassium, which normally repolarizes the membrane of a neuron, 
leading to prolonged membrane depolarization. 

Polypeptides 

The invention is based on the discovery of a novel G-coupled protein receptor. 
Specifically, an expressed sequence tag (EST) was selected based on homology to G- 
protein-coupled receptor sequences. This EST was used to design primers based on 
sequences that it contains and used to identify a cDNA from a natural killer T-cell 
cDNA library. Positive clones were sequenced and the overlapping fragments were 
assembled. Analysis of the assembled sequence revealed that the cloned cDNA 
molecule encodes a G-protein coupled receptor showing a high homology score against 
the seven transmembrane segment rhodopsin superfamily, also with high homology to 
the EDG receptor family. The 14274 receptor has been shown to have high homology 
with the EDG-1 family of the EDG receptor family. Accordingly, its ligand is likely to 
be SIP. Highest homology was shown against the mouse EDG-1. The third 
intracellular loop, having a high degree of identity with other EDG-1 sequences, 
contains a stretch of 18 arginine-rich amino acids that appears unique to the 14274 
receptor. Similar identity is observed in the second intracellular domain. A motif of six 
amino acids (SLLAIA) is identified in this region. This six amino acid domain is 
conserved in adenosine AA2 and AA3 and melanocortin-5 receptors (human, mouse, 
rat, and dog) and is characterized by means of Prosite analysis to be a GPCR signature. 
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The invention thus relates to a novel GPCR having the deduced amino acid 
sequence shown in Figure 1 (SEQ ID NO 1) or.having the amino acid sequence encoded 

by the deposited cDNA,. ATCC No. . 

The deposit will be maintained under the terms af the Budapest Treaty on the 
International Recognition of the Deposit of Microorganisms. The deposit is provided as 
a convenience to those of skill in the art and is not an admission that a deposit is 
required under 35 U.S.C. §112. The deposited sequence, as well as the polypeptide 
encoded by the sequence, is incoiporated herein by reference and controls in the event of 
any conflict, such as a sequencing error, with description in this application. 

The "14274 receptor polypeptide" or "14274 receptor protein" refers to the 
polypeptide in SEQ ID NO 1 or encoded by the deposited cDNA. Ihe term "receptor 
protein" or "receptor polypeptide", however, further includes the numerous variants 
described herein, as well as fragments derived fiom the full length 14274 polypeptide 
and variants. 

The present, invention thus provides an isolated or purified 14274 receptor 
polypeptide and variants and fiagments thereof 

The 14274 polypeptide is a 398 residue protein exhibiting three main structural 
domains. The amino temiinal extracellular domain is identified to be within residues 1 

to about 39 in SEQ ID NO i. The region spanning the entire transmembrane domain is 
identified to be within residues from about 40 to about 308 in SEQ ID NO 1. Discrete 
transmembrane segments are estimated to be fi-om about amino acid 40-62, 71-95, 114- 
131. 152-173. 192-213, 253-273, and 291-308. Accordingly, the six extracellul^ and 
mtracellular loops correspond to about amino acids 63-70, 96-113, 132-151, 174-191 
214-252, and 274-290. The carboxy teiminal intracellular domain is identified to be 
within residues from about 309 to about 398 in SEQ ID NO 1. The transmembrane 
domain includes the invariant arginine of a GPCR signal transduction signature, ERS, at 
residues 132-134.' 

The 14274 amino acid sequence showed approximately 35% identity wifli EDG- 

4, 35% identity with EDG-2, 46% identity with EDG-3, and 50% identity with EDG-1 . 
As used herein, a polypeptide is said to be "isolated" or "purified" when it is 
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substantially free of cellular material when it is isolated from recombinant and non- 
recombinant cells, or free of chemical precursors or other chemicals when it is 
chemically syntheisized. A polypeptide, however, can be joined to another polypeptide 
with which it is not normally associated in a cell and still be considered "isolated" or 
"purified." 

The receptor polypeptides can be purified to homogeneity. It is understood, 
however, that preparations in which the polypeptide is not purified to homogeneity are 
useful and considered to contain an isolated form of the polypeptide. The critical feature 
is that the preparation allows for the desired function of the polypeptide, even in the 
presence of considerable amounts of other components. Thus, the invention 
encompasses various degrees of purity. 

In one embodiment, the language "substantially free of cellular material" 
includes preparations of the receptor polypeptide having less than about 30% (by dry 
weight) other proteins (i.e., contaminating protein), less than about 20% other proteins, 
less than about 10% other proteins, or less than about 5% other proteins. When the 
receptor polypeptide is recombinantly produced, it can also be substantially free of 
culture medium, i.e., culture medium represents less than about 20%, less than about 
10%, or less than about 5% of the volume of the protein preparation. 

The language "substantially free of chemical precursors or other chemicals" 
includes preparations of the receptor polypeptide in which it is separated from chemical 
precursors or other chemicals that are involved in its synthesis. In one embodiment, the 
language "substantially free of chemical precursors or other chemicals" includes 
preparations of the polypeptide having less than about 30% (by dry weight) chemical 
precursors or other chemicals, less than about 20% chemical precursors or other 
chemicals, less than about 10% chemical precursors or other chemicals, or less than 
about 5% chemical precursors or other chemicals. 

In one embodiment, the receptor polypeptide comprises the amino acid sequence 
shown in SEQ ID NO 1. However, the invention also encompasses sequence variants. 
Variants include a substantially homologous protein encoded by the same genetic locus 
in an organism, i.e., an allelic variant. Variants also encompass proteins derived from 
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oiher genetic loci in an organism, but having substantial homology to the 14274 receptor 
protein of SEQ ID NO 1. Variants also include proteins substantially homologous to the 
14274 receptor protein but derived from another organism, i.e., an ortholog. Variants 
also include proteins that are substantially homologous to the 14274 receptor protein 
that are produced by chemical synthesis. Variants also include proteins that are 
substantially homologous to the 14274 receptor protein that are produced by 
recombinant methods. 

As used herein, two proteins (or a region of the proteins) are substantially 
homologous when the amino acid sequences are at lea^t about 55-60%, typically at least 
about 70-75%, more typically at least about 80-85%, and most typically at least about 
90-95% or more homologous. A substantially homologous amino acid sequence, 
according to the present invention, will be encoded by a nucleic acid sequence' 
hybridizing to the nucleic acid sequence, or portion thereof, of the sequence shown in 
SEQ ID NO 2 under stringent conditions as more ftlly described below. 

To determine the percent homology of two amino acid sequences, or of two 
nucleic acids, the sequences are aligned for optimal comparison purposes (e.g., gaps can 
be introduced in the sequence of one protein or nucleic acid for optimal alignment with 
the other protein or nucleic acid). The amino acid residues or nucleotides at 
corresponding amino acid positions or nucleotide positions are then compared. When a 
position in one sequence is occupied by the same amino acid residue or nucleotide as the 
corresponding position in the other sequence, then the molecules are homologous at that 
position. As used herein, amino acid or nucleic acid "homology" is equivalent to amino 
acid or nucleic acid "identity". TTie percent homology between the two sequences is a 
function of the number of identical positions shared by the sequences (i.e., per cent 
homology equals the number of identical positions/total number of positions times 1 00). 

The invention also encompasses polypeptides having a lower degi^ of identity 
but having sufficient similarity so as to perform one or more of the same functions 
performed by the 14274 polypeptide. Similarity is determined by conserved amino acid 
substitution. Such substitutions are those that substitute a given amino acid in a 
polypeptide by another amino acid of like characteristics. Conservative substitutions are 
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likely to be phenotypically silent. Typically seen as conservative substitutions are the 
replacements, one for another, among the aliphatic amino acids Ala, Val, Leu, and He; 
interchange of the hydroxyl residues Ser and Thr, exchange of the acidic residues Asp 
and Glu, substitution between the amide residues Asn and Gin, exchange of the basic 
residues Lys and Arg and replacements among the aromatic residues Phe, Tyr. 
Guidance concerning which amino acid changes are likely to be phenotypically silent 
are found in Bowie et aL, Science 2^7:1306-1310 (1990). 



TABLE 1. Conservative Amino Acid Substitutions. 



/\romauc 






Tryptophan 




Tyrosine 


Hydrophobic 


Leucme 




Isoleucme 




Valine 


Polar 


Glutamine 




Asparagine 


Basic 


Arginine 




Lysine 




Histidine 


Acidic 


Aspartic Acid 




Glutamic Acid 


Small 


Alanine 




Serine 




Threonine 




Methionine 




Glycine 
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Both identity and similarity can be readily calculated {Computational Molecular 
Biology, Lesk, A.M., ed., Oxford University Press, New York, 1988; Biocomputing: 
Informatics artd Genome Projects, Smith, D.W.- ed.. Academic Press, New York, 1993; 
Computer Analysis of Sequence Data. Part 1, Griffin, A.M., and Griffin, H.G., eds:, 
. Humana Press, New Jersey, 1 994; Sequence Analysis in Molecular Biology, von Heinje,' 
G., Academic Press, 1987; and Sequence Analysis Primer, Gribskov, M. and DevCTeux,' 
J., eds., M Stockton Press, New York, 1991). Preferred computer program methods to' 
detennine identify arid similarity between two sequences include, but are not limited to, 
GCG program package (Devereux, J., et ai. Nucleic Acids Res. J2(1):3S7 (1984)), 

BLASTP. BLASTN. FASTA (Atschul, S.F. e/ a/., J. A/ofec. 5/0/. 275:403 (1990)). 

A variant polypeptide can differ in amino acid sequence by one or more 
substitutions, deletions, insertions, inversions, fusions, and truncations or a combiiiation 
of any of these. 

Variant polypeptides can be fully functional or can lack fimction in one or more 
activities. Thus, in the present case, variations can afiect the function, for example, of 
one or more of the regions corresponding to ligand binding, membrane association, G- 
protein binding and signal transduction. 

Fully fimctional variants typically contain only conservative variation or 
variation in non-cntical residues or in non-critical regions. Functional variants can also 
contain substitution of similar amino acids which result in no change or an insignificant 
change in function. Alternatively, such substitutions may positively or negatively affect 
function to some degree. '. ' 

Non-functional variants typically contain ohe or more non-conservative amino 
acid substitutions, deletions, insertions, inversions, or truncation or a substitution, 
insertion, inversion, or deletion in a critical residue or critical region. 

As indicated, variants can be naturally-occurring or can be made by recombinant 
means or chemical syntiiesis to provide useful and novel characteristics for the receptor 
polypeptide. This includes preventing immunogenicity from pharmaceutical 
formulations by preventing protein aggregation. 
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Useful variations further include alteration of ligand binding characteristics. For 
example, one embodiment involves a variation at the binding site that results in binding 
but not release of ligand. A further useful variation at the same sites can result in a 
higher affinity for ligand. Useful variations also include changes that provide for 
affmity for another ligand. Another useful variation includes one that allows binding 
but which prevents activation by the ligand. Another useful variation includes variation 
in the transmembrane G-protein-binding/signal transduction domain that provides for 
reduced or increased binding by the appropriate G-protein or for binding by a different 
G-protein than the one with which the receptor is normally associated. Another useful 
variation provides a fusion protein in which one or more domains or sub-regions is 
operationally fused to one or more domains or sub-regions from another G-protein 
coupled receptor. 

Amino acids that are essential for function can be identified by methods known 
in the art, such as site-directed mutagenesis or alanine-scanning mutagenesis 
(Cunningham et al. Science 2^^:1081-1085 (1989)). The latter procedure introduces 
single alanine mutations at every residue in the molecule. The resulting mutant 
molecules are then tested for biological activity such as receptor binding or in vitro, or 
in vitro proliferative activity. Sites that are critical for ligand-receptor binding can also 
be determined by structural analysis such as crystallization, nuclear magnetic resonance 
or photoaffmity labeling (Smith et al, X Mol Biol 22^:899-904 (1992); de Vos et al 
Science 255:306-312 (1992)). 

The invention also includes polypeptide fragments of the 14274 receptor protein. 
Fragments can be derived from the amino acid sequence shown in SEQ ID NO 1. 
However, the invention also encompasses fragments of the variants of the 14274 
receptor protein as described herein. 

As used herein, a fragment comprises at least 12 contiguous amino acids. 
Fragments retain one or more of the biological activities of the protein, for example the 
ability to bind to a G-protein or ligand, as well as fragments that can be used as an 
immunogen to generate receptor antibodies. 

Biologically active fragments (peptides which are, for example, 12, 15, 20, 30, 
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35. 36. 37. 38. 39. 40. 50, 100 or moie amino acids in length) can comprise a domain or 
mouf. e.g.. an extracellular or intracellular domain or loop, one or more transmembrane 
segments. G-protein binding site, or GPCR signature, glycosylation sites, protein kinase 
C phosphorylation sites, casein kinase II phosphorylation sites, and N-myristoylation 
5 sites. 

Possible fragments include, but are not limited to: 1) soluble peptides 
compnsing the amino terminal extracellular domain from about amino acid 1 to about 
amino acid 39 of SEQ ID NO 1; 2) peptides comprising the carboxy terminal 
mtmcellular domain from about amino acid 309 to about amino acid 398 of SEQ ID NO 
10 1; 3) peptides comprising the region spamiing the entire transmembrane domain from 
about ammo acid 40 to amino acid 308. or one or mor. of the seven transmembrane 
segments or the six extracellular or intracellular loops as described for Figure 1 . supra. 

The invention also provides fragments with immunogenic properties. ITiese 
contain an epitope-bearing portion of the 14274 receptor protein and variants TT^ese 
15 epitope-bearing peptides are useful to raise antibodies that bind specifically to a receptor 
polypeptide or region or fragment. These peptides can contain at least 12. at least 14. or 
between at least about 1 5 to about 30 amino acids. ' • 

Non-limiting examples of antigenic polypeptides that can be used to generate 
antibodies include peptides derived from the amino tenninal extracellular domain or any 
20 of the extracellular loops. Regions having a high antigenicity index are shown in Figure 

The epitope-bearing receptor and polypeptides may be produced by any 
conventional means (Houghten, R.A., Proc. Natl. Acad. Scl USA 52:5131-5135 
(1985)). Simultaneous multiple peptide synthesis is described in U.S Patent No 
25 4,631,211. 

Fragments can be discrete (not fused to other amino acids or polypeptides) or 
can be within a larger polypeptide. Further, several fragments can be comprised within 

— a single larger polypeptide. In one embodiment a fiagmem designed for expression in a 
host can have heterologous pre- and pro-polypeptide regions fused to the amino 

30 temunus of the receptor fragment and an additional region firsed to the carboxyl 
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terminus of the fragment. 

The invention thus provides chimeric or fusion proteins. These comprise a 
receptor protein operatively linked to a heterologous protein having an amino acid 
sequence not substantially homologous to the receptor protein. "Operatively linked" 
indicates that the receptor protein and the heterologous protein are fused in-frame. The 
heterologous protein can be fused to the N-terminus or C-terminus of the receptor 
protein. 

In one embodiment the fusion protein does not affect receptor fimction per se. 
For example, the fusion protein can be a GST-fusion protein in which the receptor 
sequences are fused to the C-terminus of the GST sequences. Other types of fusion 
proteins include, but are not limited to, enzymatic fusion proteins, for example beta- 
galactosidase fusions, yeast two-hybrid GAL fusions, poly-His fusions and Ig fusions. 
Such fusion proteins, particularly poly-His fusions, can facilitate the purification of 
recombinant receptor protein. In certain host cells (e.g., mammalian host cells), 
expression and/or secretion of a protein can be increased by using a heterologous signal 
sequence. Therefore, in another embodiment, the fusion protein contains a heterologous 
signal sequence at its N-terminus. 

EP-A-0 464 533 discloses fusion proteins comprising various portions of 
immunoglobin constant regions. The Fc is useful in therapy and diagnosis and thus 
results, for example, in improved pharmacokinetic properties (EP-A 0232 262). In drug 
discovery, for example, human proteins have been fused with Fc portions for the 
purpose of high-throughput screening assays to identify antagonists. Bennett et al.. 
Journal of Molecular Recognition 5:52-58 (1995) and Johanson et aL^ The Journal of 
Biological Chemistry 270 J 6:9459-9471 (1995). Thus, this invention also encompasses 
soluble fusion proteins containing a receptor polypeptide and various portions of the 
constant regions of heavy or light chains of immunoglobulins of various subclass (IgG, 
IgM, IgA, IgE). Preferred as immunoglobulin is the constant part of the heavy chain of 
human IgG, particularly IgGl, where fusion takes place at the hinge region. For some 
uses it is desirable to remove the Fc after the fusion protein has been used for its 
intended purpose, for example when the fusion protein is to be used as antigen for 
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inm.unizations.Inaparticularen.bodiment,theFcpartcanber^^^^^^ 

by a cleavage sequence which is also incorporated and can be cleaved with factor Xa. 

A chimeric or fusion protein can be produced by standard recombinant DNA 
techmques. For example, DNA fiagments coding for the different protein sequences ar. 
hgated together in-fiame in accordance with conventional techniques. In another 
embodiment, the fusion gene can be synthesized by conventional techniques including 
automated DNA synthesizers. Alternatively.. PGR amplification of gene fiagments can 
be earned out usbg anchor primer, which give rise to complementary overhangs 
between two consecutive gene fragments which can subsequently be annealed and re- 
amphfied to generate a chimeric gene sequence (see Ausubel et al. Current Protocols in 
Molecular Biolo^, 1992). Mor^ver, many expression vectors are commercially 
avarlable that already encode a fusion moiety (e.g.. a GST protein). A receptor protein- 
encoding nucleic acid can be cloned into such an expression vector such that the fusion 
moiety is linked in-fiame to the receptor protein. 

Another form of fusion protein is one that dir^tiy affects receptor functions 
Accordingly, a receptor polypeptide encompassed by the present invention in which one 
or more of the receptor domains (or parts thereof) has been replaced by homologous 
domains (or parts thereof) from another G-protein coupled receptor or other type of 
receptor. Accordingly, various permutations are possible. Tlie amino terminal 
extracellular domain, or subregion thereof, (for example, ligand-bindmg) may be 
replaced with the domain or subregion from Mother ligand-binding receptor protein 
Alternatively, the region spanning the entire tr^embrane domain or any of the seven 
segments or loops, for example, G-protein-binding/signal transduction, may be replaced 
Fmally. the carboxy temiinal intraceUular domain or sub-region may be replaced 
TTius. chmieric.receptor. can be formed in which one or more of the native domains or 
subregions has been replaced. 

The isolated receptor protein can be purified from cells that naturally express it 
such as sho^^^ in Figures 8 and 9, such as from CD34- bone marrow cells, peripheral' 
blood cells, such as CD3 and CD8 T-cells, brain, spleen, lung, lung carcinoma, colon " 
carcinoma, and placenta, purified from cells .that have been altered to express it 



SNSDOCIO <wo „ oomseAi I > 



wo 00/11166 



-25- 



PCT/US99/18976 



(recombinant), or synthesized using known protein synthesis methods. 

In one embodiment, the protein is produced by recombinant DNA techniques. 
For example, a nucleic acid molecule encoding the receptor polypeptide is cloned into 
an expression vector, the expression vector introduced into a host cell and the protein 
expressed in the host cell. The protein can then be isolated from the cells by an 
appropriate purification scheme using standard protein purification techniques. 

Polypeptides often contain amino acids other than the 20 amino acids commonly 
referred to as the 20 naturally-occurring amino acids. Further, many amino acids, 
including the terminal amino acids, may be modified by natural processes, such as 
processing and other post-translational modifications, or by chemical modification 
techniques well known in the art. Common modifications that occur naturally in 
polypeptides are described in basic texts, detailed monographs, and the research 
literature, and they are well known to those of skill in the art. 

Accordingly, the polypeptides also encompass derivatives or analogs in which a 
substituted amino acid residue is not one encoded by the genetic code, in which a 
substituent group is included, in which the mature polypeptide is fused with another 
compound, such as a compound to increase the half-life of the polypeptide (for example, 
polyethylene glycol), or in which the additional amino acids are fused to the mature 
polypeptide, such as a leader or secretory sequence or a sequence for purification of the 
mature polypeptide or a pro-protein sequence. 

Known modifications include, but are not limited to, acetylation, acylation, 
ADP-ribosylation, amidation, covalent attachment of flavin, covalent attachment of a 
heme moiety, covalent attachment of a nucleotide or nucleotide derivative, covalent 
attachment of a lipid or lipid derivative, covalent attachment of phosphotidylinositol, 
cross-linking, cyclization, disulfide bond formation, demethylation, formation of 
covalent crosslinks, formation of cystine, formation of pyroglutamate, formylation, 
gamma carboxylation, glycosylation, GPI anchor formation, hydroxylation, iodination, 
methylation, myristoylatipn, oxidation, proteolytic processing, phosphorylation, 
prenylation, racemization, selenoylation, sulfation, transfer-RNA mediated addition of 
amino acids to proteins such as arginylatioh, and ubiquitination. 
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J'"*™°'««'^a»-««"=ll-kn<.wn,oUK,s.„fskilli„u«ar.a„dhavebee„ 

n^m^ g,3^UUo„. lipid atuchmen, s„lfiu„„. ga™a<^xy,a,io„ of 
8l«™,c add r«idu«. hyd,„xyla.io„ and ADP-riteyWon, for i^ce. are described 
s "■^tasic«x«.s„chas^™«/^.W«.,^^„W,,^„^,„^ 

Creighton, W. R F«™a„ and Co„,pa„y, New York (1993). Many de.ai.ed review, are 
a™tab,= on ftis subjec, such as by WCd. F.. W»«,„„w C»«„.„, ^^j«»^„ 
B.C. Johnson. Ed., Ac^en^c Press. New Yorlc ,-,2 („83, Seifter « ./ 
.0 0992, '*'^"^"'<'"»'^^^'<--«'^-^-^^^.«48-62' 

Asisa,sowel,taow„.p„,ypeptidesa«„o,alwayse„teJyli„ear. Fori„s«„ce 
polypepudes may be branched as a ,e^. of ubi,uiti„ation. and .hey ™ay be cir^iar" 
or wid,o« branching, generally as a resul, of pos..«nsla,i.„ evenis. including 
na-wal proces^g even, and evenrs brought abou, by hun^ manipuladon which do no, 
occur r^ly. Circular, branched and branched circular po,ypep«des „.y be 
synAesrzed by «,„-a3nsWonal natad processes mi by syntaic meftods 

ModificaUons can occur anywhere in a polypepiide. i,Kluding ,he pep,ide 
tackbone, .he ana«, acid side<hai.« and fl,e an,i„o or carboxyl .ennini. Blockage of 
ft. amux, or carboxyl group i„ a polyp.p.ide. or hot. by a covale„. modificaaon is 
0 coHM^on in nahrrally-cccun,-ng and sy„«c polypepddes. For i„s.ance, U,e ^ 
.cnn-nal residue of polypeptides n,ade in £ co«, prior u> proteolytic processing, ah«,s, 
mvanably will beN-formylmeOiionine. 

T1.C modificaUons can be a tocion of how dK proton is made For 
^combinan. polypepddes. for example, d,e modificadons will be detennined by dK= 
. hos. cell posnranslatoal modiflcaUon capacfty and fl,e m«lifica«on signals in 
P0lypep,ide amino acid sequence. Accordingly, when glycosyWon is desired, a 
polWide should be expressed in a glycosylating hos^ gener^ly a euka.yo,ic cell 

'"-■""-ft^-^ou.ftesameposu.anslationalglycosyla.ionsasmammaliancells 
and. for 0.is reason, i„sea cell exp«ssion systems have been developed ,o efllciemly 
express mamn^lian p„«eins having «,.ive pa„ems of glycosyWon Similar 
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considerations apply to other modifications. 

The same type of modification may be present in the same or varying degree at 
several sites in a given polypeptide. Also, a given polypeptide may contain more than 
one type of modification. 

Polypeptide uses 

The receptor polypeptides are useful for producing antibodies specific for the 
14274 receptor protein, regions, or fragments. Regions having a high antigenicity index 
are shown in Figure 3. 

The receptor polypeptides are also useful in drug screening assays, in cell-based 
or cell-free systems. Cell-based systems can be native i.e., cells that normally express 
the receptor protein, as a biopsy or expanded in cell culture. In one embodiment, 
however, cell-based assays involve recombinant host cells expressing the receptor 
protein. 

The polypeptides can be used to identify compounds that modulate receptor 
activity. Both 14274 protein and appropriate variants and fragments can be used in high 
throughput screens to assay candidate compounds for the ability to bind to the receptor. 
These compounds can be further screened against a functional receptor to detenriine the 
effect of the compound on the receptor activity. Compounds can be identified that 
activate (agonist) or inactivate (antagonist) the receptor to a desired degree. 

The receptor polypeptides can be used to screen a compound for the ability to 
stimulate or inhibit interaction between the receptor protein and a target molecule that 
normally interacts with the receptor protein. The target can be ligand or a component of 
the signal pathway with which the receptor protein normally interacts (for example, a G- 
protein or other interactor involved in cAMP or phosphatidylinositol turnover and/or 
adenylate cyclase, or phospholipase C activation). The assay includes the steps of 
combining the receptor protein with a candidate compound under conditions that allow 
the receptor protein or fragment to interact with the target molecule, and to detect the 
formation of a complex between the protein and the target or to detect the biochemical 
consequence of the interaction with the receptor protein and the target, such as any of 
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^ U,e associated effects of signal ^ , ph„sp,„^W„„ cyclic 

AMP or phosphaddylino^tol «™„ver. and adenyla« cyclase or phospholipase C 
activation. ^ 

Candidate c„„,pou„ds include, for exantple, „ peptides such as soluble 
pcpude, .ncluding ,g.,.i,ed peptides and „e„be. of ^dotn pepUde libtaries 

(1990) ami cotnbutatorial chemistty-dedved n,olecular Ubraries made of D- and/or L 
conSguraUon a.i„o acids; 2, phosphopepddes (e.g.. members of ™dom and partally 

778 (1993,). 3, .„bod,es (e.g.. ,„l,*na.. monoclonal. h«™a„i«^ a„«<„^,., 
chtmenc and single chain anfbodies as well as Fab. F(ab,^ Fab e.p,ession libraty' 
ftagments, and epitope-binding fagtnents of andbodies); ^ 4) small organic a™, 
molecules (e.g., molecules obtained from combin^orial and natural product 

" "~ filter include lysophospholipids. phospholipids, 

glycen^hospbohpids. sphingolipids. ^d lysosphingolipids. T^ey can be telate^ ,o 
natu^ hgands such as ceramide. sphingosine. SIP, LPA, cyclic LPA. cycosine 
diy^sptagosine. lysophosphatidyKboline, lysoph„spha.idyl^<„ami„e' 
lysophosphaudyl serine, and lysosphingomyelin (sphingosyl-pbo^hotylcholme) 

One candidate compound is a soluble full-lengd, receptor or fiagm™, that 
competes for ligand binding. Other candidate compound include mut». .eceptots or 
Wropnate fiagments containing mutadons ^ affect receptor lun«ion and thus 
compel for ligand. Accordingly, a fiagmentdta, competes for ligand. for example ™.h 
a hgher affinity, or a ftagmen, tha, binds ligand but does not allow release is 
25 encompassed by the invention. ' 

■n. invention provides od,er end points to idenUly compounds that modulate 
(s«mulateorinhibit)«cep«,racdvi.y. Tie assays typically involve an assay of events 
■^ ?>esig,^l transduction pathway that indicate receptor activity. TT,u^ the expression 
of g«,es dta. are up- or down-reguUted in response to the receptor protein dependent 
stgnalcasoade can be assayed. In one embodiment the .gulatoty tegion „f such genes 
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can be operably linked to a marker that is easily detectable, such as luciferase. 
Alternatively, phosphorylation of the receptor protein, or a receptor protein target, could 
also be measured. 

Targets in signalling include any of the intemiediates in lipid-mediated GPCR 
transduction including adenyl cyclase, cAMP, receptor-G protein complex, G protein 
subunit disassociation, MAPK activation, activated Ras, P13Ky, activated tyrosine 
kinases, Rho-activated Ser/Thr kinases, and phosphorylated MLC. 

Any of the biological or biochemical functions mediated by the receptor can be 
used as an endpoint assay. These include all of the biochemicals or 
biochemical/biological events described herein, in the references cited herein, 
incorporated by reference for these end point assay targets, and other functions known to 
those of ordinary skill in the art. 

Binding and/or activating compounds can also be screened by using chimeric 
receptor proteins in which the amino terminal extracellular domain or part thereof, the 
region spaiming the entire transmembrane domain or subregions, such as any of the 
seven transmembrane segments or any of the intracellular or extracellular loops, and the 
carboxy terminal intracellular domain or part can be replaced by heterologous domains 
or parts thereof For example, a G-protein-binding region can be used that interacts with 
a different G-protein then that which is recognized by the native receptor. Accordingly, 
a different set of signal transduction components is available as an end-point assay for 
activation. Alternatively, one or more of the transmembrane segments or loops can be 
replaced with one or more of the transmembrane segments or loops specific to a host 
cell that is different from the host cell from which the amino terminal extracellular 
domain and/or the G-protein-binding region are derived. This allows for assays to be 
performed in other than the specific host cell from which the receptor is derived. 
Alternatively, the amino terminal extracellular domain or a part thereof and/or other 
ligand-binding regions could be replaced by a domain or part thereof and/or other 
ligand-binding regions binding a different ligand, thus, providing an assay for test 
compounds that interact with the heterologous amino terminal extracellular domain (or 
region) but still cause signal transduction. Finally, activation can be detected by a 
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reporter gene containing an easily detect^le coding region operably linked to a 
transcnptional regulatory sequence that is part of the native signal transduction pathway 
The receptor polypeptides are also useful in competition binding assays b 
methods designed to discover compounds that interact with the receptor TT.us a 
■> compound is exposed to a receptor polypeptide under conditions that allow Ae 
compound to bind or to othenvise interact with the polypeptide. Soluble raptor 
polypeptide is also added to the mixture. If the test compound inte^cts with the soluble 
receptor polypeptide, it decreases the amount of complex formed or activity from the 
receptor target. TT^is type of assay is particularly useful in cases in ^ch compounds 
are sought that interact with specific regions of the receptor. Tl,us, the soluble 
polypeptide that competes with the target receptor region is designed to contain peptide 
sequences corresponding to the region of interest. 

To perfomi cell free drug screening assays, it is desirable to immobilize either 
the receptor protein, or fragment, or its target molecule to facilitate separation of 
complexes from uncomplexed for^ of one or both of the proteins, as well as to 
accommodate automation of the assay. 

Techniques for immobilizing proteins on matrices can be used in the drug 
screenmg assays. In one embodiment, a fusion protein can be provided which adds a 
domain that allows the protein to be bound to a matrix. For example. glutathione-S- 
transferase/14274 frrsion proteins can be adsorbed onto glutathione sepharose beads 
(S,gma Chemical. St. Louis. MO) or glutathione derivatized microtitr. plates, which ar. 
then combined with the cell lysates (e.g., 33s,abeled) and the candidate compound, and 
the mixture incubated under conditions conducive to complex formation (eg at 
Physrological conditions for salt and pH). Following incubation, the beads are was'hed 
to remove any unbound label, and the matrix immobilized and radiolabel detem^ined 
directly, or in the supernatant after the complexes are dissociated. Alternatively the 

complexes can be dissociated from the matrix, separated by SDS-PAGE, and the level 
of receptor-binding protein found in the bead fiaction^uantitated from the gel using 

standard electrophoretic techniques. For example, either^the polypeptide or its target 
molecule can be immobilized utilizing conjugation of biotin and streptavidin using 
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techniques well known in the art. Alternatively, antibodies reactive with the protein but 
which do not interfere with binding of the protein to its target molecule can be 
derivatized to the wells of the plate, and the protein trapped in the wells by antibody 
conjugation. Preparations of a receptor-binding protein and a candidate compound are 
incubated in the receptor protein-presenting wells and the amount of complex trapped in 
the well can be quantitated. Methods for detecting such complexes, in addition to those 
described above for the GST-immobilized complexes, include immunodetection of 
complexes using antibodies reactive with the receptor protein target molecule, or which 
are reactive with receptor protein and compete with the target molecule; as well as 
enzyme-linked assays which rely on detecting an enzymatic activity associated with the 
target molecule. 

Modulators of receptor protein activity identified according to these drug 
screening assays can be used to treat a subject with a disorder mediated by the receptor 
pathway, by treating cells that express the 14274 receptor protein, such as shown in 
Figures 8 and 9, such as in brain, spleen, lung, CD34' bone marrow cells, peripheral 
blood cells, such as CD3 and CDS T-cells, lung and colon carcinoma, and breast 
carcinoma. These methods of treatment include the steps of administering the 
modulators of protein activity in a pharmaceutical composition as described herein, to a 
subject in need of such treatment. 

Disorders involving the spleen include, but are not limited to, splenomegaly, 
including nonspecific acute splenitis, congestive spenomegaly, and spenic infarcts; 
neoplasms, congenital anomalies, and rupture. Disorders associated with splenomegaly 
include infections, such as nonspecific splenitis, infectious mononucleosis, tuberculosis, 
typhoid fever, brucellosis, cytomegalovirus, syphilis, malaria, histoplasmosis, 
toxoplasmosis, kala-azar, trypanosomiasis, schistosomiasis, leishmaniasis, and 
echinococcosis; congestive states related to partial hypertension, such as cirrhosis of the 
liver, portal or splenic vein thrombosis, and cardiac failure; lymphohematogenous 
disorders, such as Hodgkin disease, non-Hodgkin lymphomas/leukemia, multiple 
myeloma, myeloproliferative disorders, hemolytic anemias, and thrombocytopenic 
purpura; immunologic-inflammatory conditions, such as rheumatoid arthritis and 
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systemic lupus eo^ematosus; storage diseases sufch as Gaucher disease. Niemann-Pick 
disease, and mucopolysaccharidoses; and other conditions, such as amyloidosis, primary 
neoplasms and cysts, and secondary neoplasms. 

Disorder, involving the lung include, but a« not limited to, congenital 
anomalies; atelectasis; diseases of vascular origin, such as pulmona^ congestion and 
edema, mcluding hemodynamic pulmonary edema and edema caused by microvascular 
injury. , adult respiratory distress syndrome (diffuse alveolar damage), pulmonary 
embolism. , hemorrhage, and mfarction. and pulmonaiy hypertension and vascular 
sclerosis; chronic obstructive pulmonary disease, such as emphysema, chronic 
. bronchitis, bronchial asthma, and bronchiectasis; diffuse interstitial (infiltrative 
restrictive) diseases, such as pneumoconioses. sanx,idosis. idiopathic puhnonary 
fibrosis, desquamative interstitial pneumonitis, hypersensitivity pneumonitis, puhnonary 
eosmophilia (pulmonary infiltration with eosinophilia). Bronchioliiis obUterans- 
organizing pneumonia, diffuse puhnonary hemorrhage syndromes, including 
Goodpasture syndrome, idiopathic puhnonary hemosiderosis and other hemorrhagic 
syndromes, pulmonary involvement in collagen vascular disorders, and pulmonary 
alveolar proteinosis; complications of therapies, such as drug-induced lung disease 
radiation-induced lung disease, and lung transplantation; tumors, such as bronchogenic' 
carcinoma, including paraneoplastic syndromes, bronchioloalveolar carcinoma, 
neuroendocrine tumors, such as bronchial carcinoid, miscellaneous tumors, and 
metastatic tumors; pathologies of the pleura, including inflammatory pleural effusions 
noninflammatoo. pleural effusions, pneumothorax, and pleural tumors, including 
solitary fibrous tumors (pleural fibroma) and malignant mesotiielioma. 

Disorders involving the colon include, but are not limited to, congenital 
anomalies, such as atresia and stenosis, Meckel diverticulum, congenita] aganglionic 
megacolon-Hirschsprung disease; enterocolitis, such as diarihfea -and dysentery, 
infectious enterocolitis, mcluding viral gastroenteritis, bacterial enterocolitis, necrotizing' 
enterocolitis, antibiotic-associated colitis (pseudomembranous colitis), and collagenous 
and lymphocytic cohtis, miscellaneous intestinal inflammatory disorders, including 
parasites and protozoa, acquired immunodeficiency syndrome, transplantation, drug- 
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induced intestinal injury, radiation enterocolitis, neutropenic colitis (typhlitis), and 
diversion colitis; idiopathic inflammatory bowel disease, such as Crohn disease and 
ulcerative colitis; tumors of the colon, such as non-neoplastic polyps, adenomas, 
familial syndromes, colorectal carcinogenesis, colorectal carcinoma, and carcinoid 
tumors. 

Disorders involving the liver include, but are not limited to, hepatic injury; 
jaundice and cholestasis, such as bilirubin and bile formation; hepatic failure and 
cirrhosis, such as cirrhosis, portal h)rpertension, including ascites, portosystemic shunts, 
and splenomegaly; infectious disorders, such as viral hepatitis, including hepatitis A-E 
infection and infection by other hepatitis viruses, clinicopathologic syndromes, such as 
the carrier state, asymptomatic infection, acute viral hepatitis, chronic viral hepatitis, and 
fulminant hepatitis; autoimmune hepatitis; drug- and toxin-induced liver disease, such 
as alcoholic liver disease; inbom errors of metabolism and pediatric liver disease, such 
as hemochromatosis, Wilson disease, ay-antitrypsin deficiency, and neonatal hepatitis; 
intrahepatic biliary tract disease, such as secondary biliary cirrhosis, primary biliary 
cirrhosis, primary sclerosing cholangitis, and anomalies of the biliary tree; circulatory 
disorders, such as impeiired blood flow into the liver, including hepatic artery 
compromise and portal vein obstruction and thrombosis, impaired blood flow through 
the liver, including passive congestion and centrilobular necrosis and peliosis hepatis, 
hepatic vein outflow obstruction, including hepatic vein thrombosis (Budd-Chiari 
syndrome) and veno-occlusive disease; hepatic disease associated with pregnancy, such 
as preeclampsia and eclampsia, acute fatty liver of pregnancy, and intrehepatic 
cholestasis of pregnancy; hepatic complications of organ or bone marrow 
transplantation, such as drug toxicity after bone marrow transplantation, graft-versus- 
host disease and liver rejection, and nonimmunologic damage to liver allografts; tumors 
and tumorous conditions, such as nodular hyperplasias, adenomas, and malignant 
tumors, including primary carcinoma of the liver and metastatic timiors. 

Disorders involving the brain include, but are limited to, disorders involving 
neurons, and disorders involving glia, such as astrocytes, oligodendrocytes, ependymal 
cells, and microglia; cerebral edema, raised intracranial pressure and herniation, and 
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hydrocephaius; malfonnations and developmental diseases, such as neural tube defects, 
forebrain anomalies, posterior fossa anomalies, and syringomyelia and hydromyelia;' 
perinatal brain injury; cerebrovascular diseases, such as those related to hypoxia, 
ischemia, and infarction, including hypotension, hypoperfusion, and low-flow states- 
global cerebral ischemia and focal cerebral ischemia-infarction from obstruction of 
local blood supply, intracranial hemorrhage, including intracerebral (intraparenchymal) 
hemorrhage, subarachnoid hemorrhage and ruptured berry aneurysms, and vascular 
malformations, hypertensive cerebrovascular disease, including lacunar infarcts, slit 
hemorrhages, and hypertensive encephalopathy; infections, such as acute meningitis, 
including acute pyogenic (bacterial) meningitis and acute aseptic (viral) meningitis,' 
acute focal suppurative infections, including brain abscess, subdural empyema, and 
extradural abscess, chronic bacterial meningoencephalitis, including tuberculosis and 
mycobacterioses, neurosyphilis, and neuroborreliosis (Lyme disease), viral 
meningoencephalitis, including arthropod-borne (Arbo) viral encephalitis. Herpes 
simplex virus Type I, Herpes simplex virus Type 2, Varicalla-zoster virus (Herpes 
zoster), cytomegalovirus, poliomyelitis, rabies, and human immunodeficiency virus 1, 
including HIV-1 meningoencephalitis (subacute encephalitis), vacuolar myelopathy,' 
AIDS-associated myopathy, peripheral neuropathy, and AIDS in children, progressive' 
multifocal leukoencephalopathy. subacute sclerosing panencephalitis, fungal 
meningoencephalitis, other infectious diseases of the nervous system; transmissible 
spongifonn encephalopathies (prion diseases); demyelinating diseases, including 
multiple sclerosis, multiple sclerosis variants, acute disseminated encephalomyelitis and 
acute necrotizing hemoahagic encephalomyelitis, and other diseases with 
demyelination; degenerative diseases, such as degenerative diseases affecting the 
cerebral cortex, including Alzheimer disease and Pick disease, degenerative diseases of 
basal gangha and brain stem, including Parkinsonism, idiopathic Parkinson disease 
(paralysis agitans), progressive supranuclear palsy, corticobasal degenration. multiple 
system atrophy, including striatonigral degenration, Shy-Drager syndrome, and 
oUvo^ntocerebellar atrophy, and Huntington disease; spinocerebellar degenerations, 
including spinocerebellar ataxias, including Friedreich ataxia, and ataxia-telangiectasia. 
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degenerative diseases affecting motor neurons, including amyotrophic lateral sclerosis 
(motor neuron disease), bulbospinal atrophy (Kennedy syndrome), and spinal muscular 
atrophy; inborn errors of metabolism, such as leukodystrophies, including Krabbe 
disease, metachromatic leukodystrophy, adrenoleukodystrophy, Pelizaeus-Merzbacher 
disease, and Canavan disease, mitochondrial encephalomyopathies, including Leigh 
disease and other mitochondrial encephalomyopathies; toxic and acquired metabolic 
diseases, including vitamin deficiencies such as thiamine (vitamin Bj) deficiency and 
vitamin B,2 deficiency, neurologic sequelae of metabolic disturbances, including 
hypoglycemia, hyperglycemia, and hepatic encephatopathy, toxic disorders, including 
carbon monoxide, methanol, ethanol, and radiation, including combined methotrexate 
and radiation-induced injury; tumors, such as gliomas, including astrocytoma, including 
fibrillary (diflftise) astrocytoma and glioblastoma multiforme, pilocytic astrocytoma, 
pleomorphic xanthoastrocytoma, and brain stem glioma, oligodendroglioma, and 
ependymoma and related paraventricular mass lesions, neuronal tumors, poorly 
differentiated neoplasms, including meduUoblastoma, other parenchymal tumors, 
including primary brain lymphoma, germ cell tumors, and pineal parenchymal tumors, 
meningiomas, metastatic tumors, paraneoplastic syndromes, peripheral nerve sheath 
tumors, including schwannoma, neurofibroma, and malignant peripheral nerve sheath 
tumor (malignant schwannoma), and neurocutaneous syndromes (phakomatoses), 
including neurofibromotosis, including Type 1 neurofibromatosis (NFl) and TYPE 2 
neurofibromatosis (NF2), tuberous sclerosis, and Von Hippel-Lindau disease. 

Disorders involving T-cells include, but are not limited to, cell-mediated 
hypersensitivity, such as delayed type hypersensitivity and T-cell-mediated cytotoxicity, 
and transplant rejection; autoimmune diseases, such as systemic lupus erythematosus, 
Sjogren syndrome, systemic sclerosis, inflammatory myopathies, mixed connective 
tissue disease, and polyarteritis nodosa and other vasculitides; immunologic deficiency 
syndromes, including but not limited to, primary immunodeficiencies, such as thymic 
hypoplasia, severe combined immunodeficiency diseases, and AIDS; leukopenia; 
reactive (inflammatory) proliferations of white cells, including but not limited to, 
leukocytosis, acute nonspecific lymphadenitis, and chronic nonspecific lymphadenitis; 
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neoplastic proliferations of . white cells, including but not limited to lymphoid 
neoplasms, such as precursor T^cell neoplasms, such as acute lymphoblastic, 
leukemia/lymphoma, peripheral T-cell and natural killer cell neoplasms that include 
peripheral T-cell lymphoma, unspecified, adult T-cell leukemia/lymphoma, mycosis 
fungoides and Sezary syndrome, and Hodgkin disease. 

Diseases of the skin, include but are not limited to, disorders of pigmentation 
and melanocytes, including but not limited to, vitiligo, freckle, melasma, lentigo, 
nevocellular nevus, dysplastic hevi, and malignant melanoma; benign epithelial tumore, 
including but not limited to, seborrheic keratoses, acanthosis nigricans, fibroepithelial 
polyp, epithelial cyst, keratoacanthoma, and adnexal (appendage) tumors; premalignant 
and malignant epidermal tumors, including but not limited to, actinic keratosis, 
squamous cell carcinoma, basal cell carcinoma, and merkel cell carcinoma; tumors of 
the dermis, including but not limited to, benign fibrous histiocytoma, 
dermatofibrosarcoma protuberans, xanthomas, and demial vascular tumors; tumore of 
cellular immigrants to the skin, including but not limited to, histiocytosis X, mycosis 
fungoides (cutaneous T-cell lyniphoma), and mastocytosis; disorder of epidermal 
maturation, including but not limited to, ichdiyosis; acute infiammatory dermatoses, 
including but not limitad to, urticaria, acute eczematous dermatitis, and erythema 
mulUforme; chronic inflammatory dennatoses, including hut not limited to, psoriasis, 
lichen planus, and lupus erythematosus; blistering (bullous) diseases, including but not 
limited to, pemphigus, bullous pemphigoid, dermatitis herpetiformis, and 
noninflammatory blistering diseases: epidermolysis bullosa and porphyria; disorders of 
epidemal appendages, including but not limited to, acne vulgaris; panniculitis, 
including but not limited to, erythema nodosum and erythema induratum; and infection 
and infestation, such as venrucae, molluscum contagiosum, impetigo, superficial fungal 
. infections, and arthropod bites, stings, and mfestations. 

In normal bone mairdv,, the myelocytic series (polymoiphoneuclear cells) make 
up approximately 60% of the <«Uular elements, and the erythrocytic series, 20-30%. 
Lymphocytei,"monocytes. retjcuW cells, plasma cells and megakaryocytes together 
constitute 10-20%. Lymphocytes make up 5-15% of normal adult marrow. In the bone 
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marrow, cell types are add mixed so that precursors of red blood cells (erythroblasts), 
macrophages (monoblasts), platelets (megakaryocytes), polymorphoneuclear leucocytes 
(myeloblasts), and lymphocytes (lymphoblasts) can be visible in one microscopic field. 
In addition, stem cells exist for the different cell Hneages, as well as a precursor stem 
cell for the committed progenitor cells of the different lineages. The various types of 
cells and stages of each would be known to the person of ordinary skill in the art and are 
foimd, for example, on page 42 (Figure 2-8) of Immunology, Imunopathology and 
Immunity, Fifth Edition, Sell et aL Simon and Schuster (1996), incorporated by 
reference for its teaching of cell types found in the bone marrow. According, the 
invention is directed to disorders arising from these cells. These disorders include but 
are not limited to the following: diseases involving hematopoeitic stem cells; committed 
lymphoid progenitor cells; lymphoid cells including B and T-cells; committed myeloid 
progenitors, including monocytes, granulocytes, and megakaryocytes; and committed 
erythroid progenitors. These include but are not limited to the leukemias, including B- 
lymphoid leukemias, T-lymphoid leukemias, undifferentiated leukemias; 
erythroleukemia, megakaryoblastic leukemia, monocytic; [leukemias are encompassed 
with and without differentiation]; chronic and acute lymphoblastic leukemia, chronic 
and acute lymphocytic leukemia, chronic and acute myelogenous leukemia, lymphoma, 
myelo dysplastic syndrome, chronic and acute myeloid leukemia, myelomonocytic 
leukemia; chronic and acute myeloblastic leukemia, chronic and acute myelogenous 
leukemia, chronic and acute promyelocytic leukemia, chronic and acute myelocytic 
leukemia, hematologic malignancies of monocyte-macrophage lineage, such as juvenile 
chronic myelogenous leukemia; secondary AML, antecedent hematological disorder; 
refractory anemia; aplastic anemia; reactive cutaneous angioendotheliomatosis; 
fibrosing disorders involving altered expression in dendritic cells, disorders including 
systemic sclerosis, E-M syndrome, epidemic toxic oil syndrome, eosinophilic fasciitis 
localized forms of scleroderma, keloid, and fibrosing colonopathy; angiomatoid 
malignant fibrous histiocytoma; carcinoma, including primary head and neck squamous 
cell carcinoma; sarcoma, including kaposi's sarcoma; fibroadanoma and phyllodes 
tumors, including mammary fibroadenoma; stromal tumors; phyllodes tumors, 



wo 00/11166 

PCT/US99/18976 

-38- 

including histiocytoma; erythroblastosis; neurofibromatosis; diseases of the vascular 
endothelium; demyelinating, particularly in old lesions; gliosis, vasogenic edema, 
vascular disease. Alzheimer's and Parkinson's disease; T-cell lymphomas; B-cell 
lymphomas. 

Disorders involving the heart, include but are not limited to, heart failure, 
including but not limited to. cardiac hypertrophy, left-sided heart failure, and right-sided 
heart failure; ischemic heart disease, including but not limited to angina pectoris, 
myocardial infarction, chronic ischemic heart disease, and sudden cardiac death;' 
hypertensive heart disease, including but not limited to, systemic (left-sided)' 
hypertensive heart disease and pulmonary (right-sided) hypertensive heart disease; 
valvular heart disease, including but not limited to, valvular degeneration caused by 
calcification, such as calcific aortic stenosis, calcification of a congenitally bicuspid 
aortic valve, and mitral amiular calcification, and myxomatous degeneration of the 
mitral valve (mitral valve prolapse), rheumatic fever and rheumatic heart disease, 
infective endocarditis, and noninfected vegetations, such as nonbacterial thrombotic' 
endocarditis and endocarditis of systemic lupus erythematosus (Libman-Sacks disease), 
carcinoid heart disease, and complications of artificial valves; myocardial disease,' 
including but not limited to dilated cardiomyopathy, hypertrophic cardiomyopathy,' 
restrictive cardiomyopathy, and myocarditis; pericardia] disease, including but not' 
limited to. pericardial effusion and hemopericardium and pericarditis, including acute 
pericarditis and healed pericarditis, and rheumatoid heart disease; neoplastic heart 
disease, iricluding but not limited to, primary cardiac tumors, such as myxoma, lipoma, 
papillary fibroelastoma, rhabdomyoma, and sarcoma, and cardiac effects of noncardiac 
neoplasms; congenital heart disease, including but not limited to. left-to-right shunts- 
late cyanosis, such as atrial septal defect, ventricular septal defect, patent ductus 
arteriosus, and atrioventricular septal defect, right-to-left shunts-early cyanosis, such as 
tetralogy of fallot. transposition of great arteries, tnincus arteriosus, tricuspid atresia, and 
total anomalous pulmonary venous comiection. obstructive congenital anomalies, such 
as coarctation of aorta, pulmonary stenosis and atresia, and aortic stenosis and atresia, 
and disorders involving cardiac transplantation. 
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Disorders involving blood vessels include, but are not limited to, responses of 
vascular cell walls to injury, such as endothelial dysfunction and endothelial activation 
and intimal thickening; vascular diseases including, but not limited to, congenital 
anomalies, such as arteriovenous fistula, atherosclerosis, and hypertensive vascular 
disease, such as hypertension; inflammatory disease— the vasculitides, such as giant cell 
(temporal) arteritis, Takayasu arteritis, polyarteritis nodosa (classic), Kawasaki 
syndrome (mucocutaneous lymph node syndrome), microscopic polyanglitis 
(microscopic polyarteritis, hypersensitivity or leukocytoclastic angiitis), Wegener 
granulomatosis, thromboangiitis obliterans (Buerger disease), vasculitis associated with 
other disorders, and infectious arteritis; Raynaud disease; aneurysms and dissection, 
such as abdominal aortic aneurysms, syphilitic (luetic) aneurysms, and aortic dissection 
(dissecting hematoma); disorders of veins and lymphatics, such as varicose veins, 
thrombophlebitis and phlebothrombosis, obstruction of superior vena cava (superior 
vena cava syndrome), obstruction of inferior vena cava (inferior vena cava syndrome), 
and lymphangitis and lymphedema; tumors, including benign tumors and tumor-like 
conditions, such as hemangioma, lymphangioma, glomus tumor (glomangioma), 
vascular ectasias, and bacillary angiomatosis, and intermediate-grade (borderline low- 
grade malignant) tumors, such as Kaposi sarcoma and hemangioendothelioma, and 
malignant tumors, such as angiosarcoma and hemangiopericytoma; and pathology of 
therapeutic interventions in vascular disease, such as balloon angioplasty and related 
techniques and vascular replacement, such as coronary artery bypass graft surgery. 

Disorders involving the thymus include developmental disorders, such as 
DiGeorge syndrome with thymic hypoplasia or aplasia; thymic cysts; thymic 
hypoplasia, which involves the appearance of lymphoid follicles within the thymus, 
creating thymic follicular hyperplasia; and thymomas, including germ cell tumors, 
lynphomas, Hodgkin disease, and carcinoids. Thymomas can include benign or 
encapsulated thymoma, and malignant thymoma Type I (invasive thymoma) or Type II, 
designated thymic carcinoma, 

Disorders involving B-cells include, but are not limited to precursor B-cell 
neoplasms, such as lymphoblastic leukemia/lymphoma. Peripheral B-cell neoplasms 
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include, but are not limited to, chronic lymphocytic leukemia/small lymphocytic 
lymphoma, follicular lymphoma, diffuse large B-cell lymphoma, Burkitt lymphoma, 
plasma cell neoplasms; multiple myeloma, and related entities, lymphoplasmacytic 
lymphoma (Waldenstrom macroglobulinemia), mantle cell lymphoma, marginal zone 
5 lymphoma (MALToma), and hairy cell leukemia. 

Disorders involving the kidney include, but are not limited to, congenital 
anomalies including, but not limited to, cystic diseases of the kidney, that include but 
are not limited to, cystic renal dysplasia, autosomal dominant (adult) polycystic kidney 
disease, autosomal recessive (childhood) polycystic kidney disease, and cystic diseases 
10 of renal medulla, which include, but are not limited to, medullary sponge kidney, and 
nephronophthisis-uremic medullary cystic disease complex, acquired (dialysis- 
associated) cystic disease, such as simple cysts; glomerular diseases including 
pathologies of glomerular injury that include, but are not limited to, in situ immurie 
complex deposition, that includes, but is not limited to. anti-GBM nephritis. Heymann 
15 nephritis, and antibodies against planted antigens, circulating immune . complex 
nephritis, antibodies to glomerular cells, cell-mediate(d iriimunity in glomerulonephritis, 
activation of altemative complement pathway, epithelial cell injury, and pathologies 
involving mediators of glomerular injury including cellular and soluble mediators, acute 
glomerulonephritis, such as acute proliferative (poststreptococcal, postinfectious) 
20 glomerulonephritis, including but not limited to, poststreptococcal glomerulonephritis 
and nonstreptococcal acute glomerulonephritis, rapidly progressive (crescentic) 
glomerulonephritis, nephrotic syndrome, membranous glomerulonephritis (membranous 
nephropathy), minimal change disease (lipoid nephrosis), focal segmental 
glomerulosclerosis, membranoproliferative glomerulonephritis, IgA nephropathy 
.25 (Berger disease), focal proliferative and necrotizing glomerulonephritis (focal 
glomerulonephritis), hereditary nephritis, including but not limited to, Alport syndrome . 
and thin membrane disease (benign familial hematuria), chronic glomenilonephritis, 
^ glomerular lesions associated with systemic disease, including but not limited to, 
~ systemic lupus erythematosus, Henoch-Schonlein purpura, bacterial endocarditis, 
30 diabetic glomerulosclerosis, amyloidosis, fibriliary and immunotactoid 
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glomerulonephritis, and other systemic disorders; diseases affecting tubules and 
interstitium, including acute tubular necrosis and tubulointerstitial nephritis, including 
but not limited to, pyelonephritis and urinary tract infection, acute pyelonephritis, 
chronic pyelonephritis and reflux nephropathy, and tubulointerstitial nephritis induced 
by drugs and toxins, including but not limited to, acute drug-induced interstitial 
nephritis, analgesic abuse nephropathy, nephropathy associated with nonsteroidal anti- 
inflammatory drugs, and other tubulointerstitial diseases including, but not limited to, 
urate nephropathy, hypercalcemia and nephrocalcinosis, and multiple myeloma; 
diseases of blood vessels including benign nephrosclerosis, malignant hypertension and 
accelerated nephrosclerosis, renal artery stenosis, and thrombotic microangiopathies 
including, but not limited to, classic (childhood) hemolytic-uremic syndrome, adult 
hemolytic-uremic syndrome/thrombotic thrombocytopenic purpura, idiopathic 
HUS/TTP, and other vascular disorders including, but not limited to, atherosclerotic 
ischemic renal disease, atheroembolic renal disease, sickle cell disease nephropathy, 
diffuse cortical necrosis, and renal infarcts; urinary tract obstruction (obstructive 
uropathy); urolithiasis (renal calculi, stones); and tumors of the kidney including, but 
not limited to, benign tumors, such as renal papillary adenoma, renal fibroma or 
hamartoma (renomedullary interstitial cell tumor), angiomyolipoma, and oncocytoma, 
and malignant tumors, including renal cell carcinoma (hypernephroma, adenocarcinoma 
of kidney), which includes urothelial carcinomas of renal pelvis. 

Disorders of the breast include, but are not limited to, disorders of development; 
inflammations, including but not limited to, acute mastitis, periductal mastitis, 
periductal mastitis (recurrent subareolar abscess, squamous metaplasia of lactiferous 
ducts), mammary duct ectasia, fat necrosis, granulomatous mastitis, and pathologies 
associated with silicone breast implants; fibrocystic changes; proliferative breast disease 
including, but not limited to, epithelial hyperplasia, sclerosing adenosis, and small duct 
papillomas; tumors including, but not limited to, stromal tumors such as fibroadenoma, 
phyllodes tumor, and sarcomas, and epithelial tumors such as large duct papilloma; 
carcinoma of the breast including in situ (noninvasive) carcinoma that includes ductal 
carcinoma in situ (including Paget's disease) and lobular carcinoma in situ, and invasive 
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(infiltrating) carcinoma including, but not limited to. invasive ductal carcinoma, no 
special type, invasive lobular carcinoma, medullary carcinoma, colloid (mucinous) 
carcinoma, tubular carcinoma, and invasive papillary carcinoma, and miscellaneous 
malignant neoplasms. 

Disorders in the male br^t include, but are not limited to. gynecomastia and 
carcinoma. 

Disorders involving the prostate include, but are not limited to, inflammations 
benign enlargement, for example, nodular hyperplasia (benign prostatic hypertrophy or 
hyperplasia), and tumors such as carcinoma. 

Preferred disorders for treatment and diagnosis (below) include those of or 
involving brain, lung, bone marrow, and more specifically, CD34- cells. CDS T-cells, 
spleen, and nonactivated lymphocytes, preferably, CD3 T-cells. Particularly preferred 
disorders for treatment and diagnosis include breast, lung, and colon carcinoma and 
particularly, lung squamous cell carcinoma and colon carcinoma. In view of expression 
in nonactivated lymphocytes, more specifically, CDS T-cells, preferred disorders 
include CNS disorders and render the composition and methods of the invention 
particularly useful in treating inflammation. 

The receptor polypeptides also are useful to provide a target for diagnosing a 
disease or predisposition to disease mediated by the receptor protein, involving the 
tissues and cells as disclosed herein, with regards to treatment. Accordingly, methods 
are provided for detecting the presence, or levels of. the receptor protein in a ceU, tissue, 
or organism. TTie method involves contacting a biological sample with a compound 
capable of interacting with the receptor protein such that the interaction can be detected. 

One agent for detecting receptor protein is an antibody capable of selectively 
binding to receptor protein. A biological sample includes tissues, cells and biological 
fluids isolated from a subject, as well as tissues, cells and fluids present within a subject. 

The receptor protein also provides a target for diagnosing active disease, or 
predisposition to disease, in a patient having a variant receptor protein. Thus, receptor 
protein can be isolated from a biological sample, assayed for the presence of a genetic 
mutation that results in aberrant receptor protein. TTiis includes amino acid substitution. 
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deletion, insertion, rearrangement, (as the result of aberrant splicing events), and 
inappropriate post-translational modification. Analytic methods include altered 
electrophoretic mobility, altered tryptic peptide digest, altered receptor activity in cell- 
based or cell-free assay, alteration in ligand or antibody-binding pattern, altered 
isoelectric point, direct amino acid sequencing, and any other of the known assay 
techniques useful for detecting mutations in a protein. 

In vitro techniques for detection of receptor protein include enzyme linked 
immunosorbent assays (ELISAs), Western blots, immunoprecipitations and 
immunofluorescence. Alternatively, the protein can be detected in vivo in a subject by 
inu-oducing into the subject a labeled anti-receptor antibody. For example, the antibody 
can be labeled with a radioactive marker whose presence and location in a subject can be 
detected by standard imaging techniques. Particularly useful are methods which detect 
the allelic variant of a receptor protein expressed in a subject and methods which detect 
fragments of a receptor protein in a sample. 

The receptor polypeptides are also useful in pharmacogenomic analysis. 
Accordingly, genetic polymorphism may lead to allelic protein variants of the receptor 
protein in which one or more of the receptor functions in one population is different 
from those in another population. The polypeptides thus allow a target to ascertain a 
genetic predisposition that can affect treatment modality. Thus, in a ligand-based 
treatment, polymorphism may give rise to amino teraiinal extracellular domains and/or 
other ligand-binding regions that are more or less active in ligand binding, and receptor 
activation. Accordingly, ligand dosage would necessarily be modified to maximize the 
therapeutic effect within a given population containing a polymorphism. As an 
alternative to genotyping, specific polymorphic polypeptides could be identified. 

The receptor polypeptides are also useful for monitoring therapeutic effects 
during clinical trials and other treatment. Thus, the therapeutic effectiveness of an agent 
that is designed to increase or decrease gene expression, protein levels or receptor 
activity can be monitored over the course of treatment using the receptor polypeptides as 
an end-point target. 

The receptor polypeptides are also useful for treating a receptor-associated 
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disorder. Accordingly, methods for treatment include the use of soluble receptor or 
fragments of the receptor proteb that compete for ligand binding. TT^ese receptors or 
fragments can have a higher affinity for the ligand so as to provide effective 
competition. 

5 

Antibodies 

The invention also provides antibodies that selectively bind to the 14274 
receptor protein and its variants and fragments. An antibody is considered to selectively 
bmd, even if it also binds to other proteins that are not substantially homologous with 
10 the receptor protein. These other proteins share homology ^vith a fragment or domain of 
the receptor protein. This conservation in specific regions gives rise to antibodies that 
bmd to both proteins by virtue of the homologous sequence. In this case, it would be 
understood that antibody binding to the receptor protein is still selective. 

Antibodies can be polyclonal or monoclonal. An intact antibody, or a fragment 
15 thereof(e.g.FahorF(ab')2)canbeused. 

Detection can be facilitated by coupling (i.e., physically linking) the antibody to 
a detectable substance. Examples of detectable substances include various enzymes 
prosthetic groups, fluorescent materials, luminescent materials, bioluminescem 
matenals. and radioactive materials. Examples of suitable enzymes include hoi^eradish 
.0 peroxidase, alkaline phosphatase, a-galactosidase, or acetylcholinesterase; examples of 
suitable prosthetic group complexes include streptavidin^iotin and avidin^iotin• 
examples of suitable fluorescent materials include umbelliferone, fluorescein] 
fluorescein isotiiiocyanate, rhodamine, dichlorotriazinylamine fluorescein, dansyl 
chloride or phycoerythrin; an example of a luminescent material includes luminol- 
5 examples of bioluminescent materials include luciferase, luciferin. and aequorin, and 
examples of suitable radioactive material include '^I, 'l, or 

To generate antibodies, an isolated receptor polypeptide is used as an 
immunogen to generate antibodies using standard techniques for polyclonal and 
monoclonal antibody preparation. Eiti^er the fuli-lengtii protein or antigenic peptide 
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fragment can be used. Figure 3 shows regions having a high antigenicity index. 
Preferably, antibodies are prepared against these fragments. An antigenic fragment will 
typically comprise at least 12 contiguous amino acid residues. The antigenic peptide 
can comprise, however, at least 14 amino acid residues, at least 15 amino acid residues, 
at least 20 amino acid residues, or at least 30 amino acid residues. In one embodiment, 
fragments conrespond to regions that are located on the surface of the protein, e.g., 
hydrophilic regions. 

An appropriate immunogenic preparation can be derived from native, 
recombinandy expressed, protein or chemically synthesized peptides. 

Antibody Uses 

The antibodies can be used to isolate a receptor protein by standard techniques, 
such as affinity chromatography or immunoprecipitation. The antibodies can facilitate 
the purification of the natural receptor protein from cells and recombinantly produced 
receptor protein expressed in host cells. 

The antibodies are useful to detect the presence of receptor protein in cells or 
tissues to detemiine the pattern of expression of the receptor among various tissues in an 
organism and over the course, of normal development. 

The antibodies can be used to detect receptor protein in situ^ in vitro, or in a cell 
lysate or supernatant in order to evaluate the abundance and patlem of expression. 

The antibodies can be used to assess abnormal tissue distribution or abnormal 
expression during development. 

Antibody detection of circulating fragments of the full length receptor protein 
can be used to identify receptor turnover. 

Further, the antibodies can be used to assess receptor expression in disease states 
such as in active stages of the disease or in an individual with a predisposition toward 
disease related to receptor function. When a disorder is caused by an inappropriate 
tissue distribution, developmental expression, or level of expression of the receptor 
protein, the antibody can be prepared against the nomial receptor protein. If a disorder 
is characterized by a specific mutation in the receptor protein, antibodies specific for this 
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mutant protein can be used to assay for the presence of the specific mutant receptor 
protein. 

The antibodies can also be used to assess nonnal and aberrant subcellular 
localization of cells in the various tissues in an organism. Antibodies can be developed 
s agamst the whole receptor or portions of the re^pto, for example, portions of the 
ammo terminal extracellular domain or extracellular loops. 

The diagnostic uses can be applied, not only in genetic testing, but also in 
momtonng a treatment modality. Accordingly, where treatment is ultimately aimed at 
co^ectmg receptor expression level or the presence of aber^t raptor, and aberrant 
10 trssue distribution or developmental expression, antibodies dirked against the r«:eptor 
or relevant fragments can be used to monitor therapeutic efficacy. 

Additionally, antibodies are useful in pham^ocogenomic analysis 
PharB^acogenomics deal with clinically significant her^itary variations in the response 
to dr^gs due to altered drug disposifion and abnom^al action in affected persons See 
15 e.g., Erchelbaum, M. (1996) Clin. Exp. Pharmacol. Physiol. 23(10-1 1)-983-985 and' 
Linder, M.W. (,997) Cli. Chem. 43(2):254-266. TT,e clinical outcomes of these 
vanations result in severe toxicity of therapeutic drugs in certain individuals or 
therapeutic failure of drugs in certain individuals as a result of individual variation in 
metabohsm. Thus, the genotype of the individual can determine the way a therapeutic 
20 compound acts on the body or the way the body metabolizes the compound Further 
the activity of drug metabolizing enzymes effects both the intensity and duration of drug 
action. Thus, the phamiacogenomics of the individual pemiit the selection of effective 
compounds and effective dosages of such compounds for prophylactic or therapeutic 
treatment based on the individual's genotype. The discovery of genetic polymorphisms 
25 m some drug metabolizing enzymes has explained why some patients do not obtain the 
expected drug effects, show an exaggerated drug effect, or experience serious toxicity 
from standard drug dosages. Polymorphisms can be expressed in the phenotype of the 
extensive metabolizer and the phenotype of the poor metabolizer. Thus, antibodies 
prepared against" polymorphic receptor proteins can be used to identify individuals that 
30 require modified treatment modalities. 
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The antibodies are also useful as diagnostic tools as an immunological marker 
for aberrant receptor protein analyzed by electrophoretic mobility, isoelectric point, 
tiyptic peptide digest, and other physical assays known to those in the art. 

The antibodies are also useful for tissue typing. Thus, where a specific receptor 
protein has been correlated with expression in a specific tissue, antibodies that are 
specific for this receptor protein can be used to identify a tissue type. 

The antibodies are also useful in forensic identification. Accordingly, where an 
individual has been correlated with a specific genetic polymorphism resulting in a 
specific polymorphic protein, an antibody specific for the polymoiphic protein can be 
used as an aid in identification. 

The antibodies are also useful for inhibiting receptor function, for example, 
blocking ligand binding. 

These uses can also be applied in a therapeutic context in which treatment 
involves inhibiting receptor function. An antibody can be used, for example, to block 
ligand binding. Antibodies can be prepared against specific fragments containing sites 
required for function or against intact receptor associated with a cell. The invention also 
encompasses kits for using antibodies to detect the presence of a receptor protein in a 
biological sample. The kit can comprise antibodies such as a labeled or labelable 
antibody and a compound or agent for detecting receptor protein in a biological sample; 
means for determining the amount of receptor protein in the sample; and means for 
comparing the amount of receptor protein in the sample with a standard. The compound 
or agent can be packaged in a suitable container. The kit can further comprise 
instructions for using the kit to detect receptor protein. 

Polynucleotides 

The nucleotide sequence in SEQ ID NO 2 was obtained by sequencing the 
deposited human full length cDNA. Accordingly, the sequence of the deposited clone is 
controlling as to any discrepancies between the two and any reference to the sequence of 
SEQ ID NO 2 includes reference to the sequence of the deposited cDNA. 

The specifically disclosed cDNA comprises the coding region, 5' and 3' 
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wtra^ sequences (SEQ ,D NO 2). ,„ „„e e^W™, ^.e :.cepto „„„eic acid 

compnses only the coding region. 

•^=''«-"'«'4'-ep,orcDNAisapp,„xi™ttly,90.„„cleofid.si„le.«h 

. engU,. •n'--l-.cid,sexpr=ssedi„*eass.essho™i„Fig„^,^,, 

b,.n, sp,<.^T-ce,ls,,™g,tae:i.„<,„.3„<,,^^„,„„^._^___^ 3^ 
a..*s,s of .he amtao acid sequence of SEQ ID NO 1 is provided i„ Fig„„ 3 , 
hyd^pattypiot -n-efig-sho^sfcepu^uvesm^offte ,,,^^^^^^^^ 

.n-racellular do„«ia As us»d he«in. fte ton "ttansmemW seg^en.- „fe. „ , 
sd^^uraJ amino «id motf which includes a hyd^phobic helix fta, spans .he plasma 
mem W. The enfe uansmembnne domains spans amino acids from abou, 40 ,0 
*om 308. Seven segment span fte membrane and tt,e. a„ i„^,„^„ ^ 
three exoacellular loops in (he domain as explained for Figure 1. 

Tl.e invenSon provides isolated polynucleotides encoding a ,4274 receptor 
proKm. The tenn "14274 polynucleotide- or -,4274 nucleic acid". refe.,od» 
sequence shown in SEQ ID NO 2 or in ti,e deposiW cDNA. ^e .enn "receptor 
polynucleotide- or -receptor nucleic acid" fi«her includes vadanls and fragments of flte 
14274 polynucleotide. 

An "isolated- receptor nucleic add U one tha, is separated from other nucleic 
actd present in the natural sourc of the receptor nucleic acid. Preferably, an "isolated- 
nucletc actd is free of sequences which naturally flank the nucleic acid (i.e., sequences 
located a, the y and 3' ends of the nucleic add) in the genomic DNA of the organism 
fiom which the nucleic acid is dowed: However, there can be some flanking nucleotide 
^eql^^es, for example up to about 5KB. Tie important point is that ti,c nucleic acid is 
rotated fr^n flanking sequ«,ces such a« it can be subjected ,0 the specific 
manipulations descnbed herein s^h as recombinant expression, preparation of probes 

and prmiets, and other uses specific to U,e receptor nucleic acid sequences 

Moreover, an "isolated- nucleic acid molecule, such as a cDNA molecule can 
be substantially free of oti«r cellular material, or cultitre medium when produce;! by 
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recombinant techniques, or chemical precursors or other chemicals when chemically 
synthesized. However, the nucleic acid molecule can be fused to other coding or 
regulatory sequences and still be considered isolated. 

For example, recombinant DNA molecules contained in a vector are considered 
isolated. Further examples of isolated DNA molecules include recombinant DNA 
molecules maintained in heterologous host cells or purified (partially or substantially) 
DNA molecules in solution. Isolated RNA molecules include in vivo or in vitro RNA 
transcripts of the isolated DNA molecules of the present invention. Isolated nucleic acid 
molecules according to the present invention further include such molecules produced 
synthetically. 

The receptor polynucleotides can encode the mature protein plus additional 
amino or carboxyl-terminal amino acids, or amino acids interior to the mature 
polypeptide (when the mature form has more than one polypeptide chain, for instance). 
Such sequences may play a role in processing of a protein firom precursor to a mature 
form, facilitate protein trafficking, prolong or shorten protein half-life or facilitate 
manipulation of a protein for assay or production, among other things. As generally is 
the case in situ^ the additional amino acids may be processed away from the mature 
protein by cellular enzymes. 

The receptor polynucleotides include, but are not limited to, the sequence 
encoding the mature polypeptide alone, the sequence encoding the mature polypeptide 
and additional coding sequences, such as a leader or secretory sequence (e.g., a pre-pro 
or pro-protein sequence), the sequence encoding the mature polypeptide, with or without 
the additional coding sequences, plus additional non-coding sequences, for example 
introns and non-coding S* and 3' sequences such as transcribed but non-translated 
sequences that play a role in transcription, mRNA processing (including splicing and 
polyadenylation signals), ribosome binding and stability of mRNA. In addition, the 
polynucleotide may be fused to a marker sequence encoding, for example, a peptide that 
facilitates purification. 

Receptor polynucleotides can be in the form of RNA, such as mRNA, or in the 
form DNA, including cDNA and genomic DNA obtained by cloning or produced by 
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chemical synthetic techniques or by a combination thereof. Tl,e nucleic acid, especially 
DNA. can be double-stranded or single-stranded. Single-stranded nucleic acid can be 
the coding strand (sense strand) or the non-coding strand (anti-sense strand). 

One receptor nucleic acid comprises the nucleotide sequence shovvn in SEQ ID 
; NO 2, corresponding to human natural killer T cell cDNA. 

nie invention fUrther provides variant receptor polynucleotides, and fragments 
thereof, that diflFer from the nucleotide sequence shown in SEQ ID NO 2 due to 
degeneracy of the genetic code and thus encode the same proteb as that encoded by the 
nucleotide sequence shown in SEQ ID NO 2. 

The invention also provides receptor nucleic acid molecules encoding the variant 
polypeptides described herein. Such polynucleotides may be naturally occurring such 
as allehc variants (same locus), homologs (different locus), and orthologs (different 
orgamsm), or may be constructed by recombinant DNA methods or by chemical 
synthesis. Such non-naturally occurring variants may be made by mutagenesis 
techmques, including those applied to polynucleotides, cells, or organisms 
Accordingly, as discussed above, the variants can contain nucleotide substitutions, 
deletions, inversions and insertions. 

Variation can occur in either or both the coding and non-coding regions n.e 
vanations can produce both conservative and non-conservative amino acid substitutions. 

Orthologs, homologs, and allelic variants can be identified using methods well 
known m the art These variants comprise a nucleotide sequence encoding a receptor 
that IS at least about 55o/o, typically at least about 10-75%, more typically at least about 
80-85%, and most typically at least about 90-95% or more homologous to the 
nucleotide sequence shown in SEQ ID NO 2 or a fragment of this sequence. Such 
nucleic acid molecules can readily be identified as being able to hybridize under 
stringent conditions, to the nucleotide sequence shown in SEQ ID NO 2 or a fragment of 
the sequence. It is understood that stringent hybridization does not indicate substantial 
homology where it is due to general homology, such as poly A Sequences, or sequences 
common to all or most proteins, all GPCRs, all EDO receptors, or all EDO- 1 receptors 
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As used herein, the term "hybridizes under stringent conditions" is intended to 
describe conditions for hybridization and washing under which nucleotide sequences 
encoding a receptor at least 55% homologous to each other typically remain hybridized 
to each other. The conditions can be such that sequences at least about 65%, at least 
about 70%, or at least about 75% or more homologous to each other typically remain 
hybridized to each other. Such stringent conditions are known to those skilled in the art 
and can be found in Current Protocols in Molecular Biology, John Wiley & Sons, N. Y. 
(1989), 6.3.1-6.3.6. One example of stringent hybridization conditions are hybridization 
in 6X sodium chloride/sodium citrate (SSC) at about 45°C, followed by one or more 
washes in 0.2 X SSC, 0.1% SDS at 50-65°C, In one embodiment, an isolated receptor 
nucleic acid molecule that hybridizes under stringent conditions to the sequence of SEQ 
ID NO 2 corresponds to a naturally-occurring nucleic acid molecule. As used herein, a 
"naturally-occurring" nucleic acid molecule refers to an RNA or DNA molecule having 
a nucleotide sequence that occurs in nature (e.g., encodes a natural protein). 

Furthermore, the invention provides polynucleotides that comprise a fiagment of 
the full length receptor polynucleotides. The fragment can be single or double stranded 
and can comprise DNA or RNA. The fragment can be derived from either the coding or 
the non-coding sequence. 

In one embodiment, an isolated receptor nucleic acid is at least 36 nucleotides in 
length and hybridizes under stringent conditions to the nucleic acid molecule 
comprising the nucleotide sequence of SEQ ID NO 2. In other embodiments, the 
nucleic acid is at least 40, 50, 100, 250 or 500 nucleotides in length. 

However, it is understood that a receptor fragment includes any nucleic acid 
sequence that does not include the entire gene. 

Receptor nucleic acid fragments include nucleic acid molecules encoding a 
polypeptide comprising the amino terminal extracellular domain including amino acid 
residues from 1 to about 39, a polypeptide comprising the region spaiming the entire 
transmembrane domain (amino acid residues from about 40 to about 308), a polypeptide 
comprising the carboxy terminal intracellular domain (amino acid residues from about 
309 to about 398), and a polypeptide encoding the G-protein receptor signature (ERS or 
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surrounding amino acid residues from about 121 to about 137). Further figments 
anclude the specific seven transmembrane segments as well as the six intracellular and 
extracellular loops. Where the location of the domains have been predicted by computer 
• analysis, one of ordinary skill would appreciate that the amino acid residues constituUng 
these domains can vary depending on the criteria used to define the domains. 

The invention also provides receptor nucleic acid fragments that encode epitope 
bearing regions of the receptor proteins described herein. 

The isolated receptor polynucleotide sequences, and especially fragments, are 
. usefiil as DNA probes and primers. 

For example, the coding region of a receptor gene can be isolated using the 
kno^ nucleotide sequence to synthesize an oligonucleotide probe. A labeled probe can 
then be used to screen a cDNA library, genomic DNA libi^. or mRNA to isolate 
nucleic acid corresponding to the coding region. Further, primers can be used in PCR 
reactions to clone specific regions of receptor genes. 

A probe/primer typically comprises substantially purified oligonucleotide The 
oligonucleotide typically comprises a region of nucleotide sequence that hybridizes 
under stnngent conditions to at least about 12, typically about 25, more typically about 
40. 50 or 75 consecutive nucleotides of SEQ ID NO 2 sense or anti-sense strand or other 
receptor polynucleotides. A probe fiinher comprises a label, e.g.. radioisotope, 
fluorescent compound, enzyme, or enzyme co-factor. 

Polynucleotide Uses 

The receptor polynucleotides are usefiil as a hybridization probe for cDNA and 
genomic DNA to isolate a fiilMength cDNA and genomic clones encoding the 
polypeptide described in SEQ ID NO 1 and to isolate cDNA and genomic clones that 
correspond to variants producing the same polypeptide shown in SEQ ID NO 1 or the 
other variants described herein. Variants can be isolated from the same tissue and ' 
organism from which the polypeptide shown in SEQ ID NO 1 was isolated, different 
•tissues from the same organism, or from different organisms. This method is usefiil for 
isolating genes and cDNA that are developmentally controlled and therefore may be 
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expressed in the same tissue at different points in the development of an organism. 

The probe can correspond to any sequence along the entire length of the gene 
encoding the receptor. Accordingly, it could be derived from 5* noncoding regions, the 
coding region, and 3* noncoding regions. 

The nucleic acid probe can be, for example, the full-length cDNA of SEQ ID 
NO 1, or a fragment thereof, such as an oligonucleotide of at least 12, 15, 30, 50, 100, 
250 or 500 nucleotides in length and sufficient to specifically hybridize under stringent 
conditions to mRNA or DNA. 

Fragments of the polynucleotides described herein are also useful to synthesize 
larger fragments or ftill-length polynucleotides described herein. For example, a 
fragment can be hybridized to any portion of an mRNA and a larger or full-length 
cDNA can be produced. 

The fragments are also useful to synthesize antisense molecules of desired length 
and sequence. 

The receptor polynucleotides are also useful as primers for PGR to amplify any 
given region of a receptor polynucleotide. 

The receptor polynucleotides are also useful for constructing recombinant 
vectors. Such vectors include expression vectors that express a portion of, or all of, the 
receptor polypeptides. Vectors also include insertion vectors, used to integrate into 
another polynucleotide sequence, such as into the cellular genome, to alter in situ 
expression of receptor genes and gene products. For example, an endogenous receptor 
coding sequence can be replaced via homologous recombination with all or part of the 
coding region containing one or more specifically introduced mutations. 

The receptor polynucleotides are also useful as probes for determining the 
chromosomal positions of the receptor polynucleotides by means of in situ hybridization 
methods. 

The receptor polynucleotide probes are also useful to determine patterns of the 
presence of the gene encoding the receptors and their variants with respect to tissue 
distribution, for example whether gene duplication has occurred and whether the 
duplication occurs in all or only a subset of tissues. The genes can be naturally 
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occurring or can have been introduced into a cell, tissue, or organism exogenously Th. 
receptor polynucleotides are also useful for designing ribozymes corresponding to all or 
a part, of the mRNA produced from genes encoding the polynucleotides described 
herein. 

TTie receptor polynucleotides are also useful for constructing host cells 
expressmg a part, or all, of the receptor polynucleotides and polypeptides. 

The receptor polynucleotides are also useful for constructing transgenic animals 
expressmg all, or a part, of the receptor polynucleotides and polypeptides. 

The receptor polynucleotides are also useful for making vectors that express 
part, or all, of the receptor polypeptides. 

The receptor polynucleotides are also useful as hybridization probes for 
determmmg the level of receptor nucleic acid expression. Accordingly, the probes can 
be used to detect the presence of. or to determine levels of, receptor nucleic acid in cells 
tissues, and in organisms. The nucleic acid whose level is determined can be DNA or 
RNA. Accordingly, probes corresponding to the polypeptides described herein can be 
usedtoassessgenecopynumberinagivencelLtissucororganism. m is particularly 
relevant m cases in which there has been an amplification of the receptor genes 

Alternatively, the probe can be used in an in sUu hybridization context to assess 
the position of extra copies of the receptor genes, as on extrachromosomal elements or 
as integrated into chromosomes in which the receptor gene is not normally found, for ■ 
example as a homogeneously staining region. 

TTiese uses are relevant for diagnosis of disorders involving an increase or 
decrease m receptor expression relative to normal results. 

/« vitro techniques for detection of mRNA include Northern hybridizations and 
in snu hybridizations. /„ .Uro techniques for detecting DNA includes Southem 
hybridizations and in situ hybridization. 

P^^bes^^'be'^edasapartofadiagnostictestkitforidentifyingcellsortissues 
that express a receptor protein, such as by measuring a level of a receptor-encoding 
nuclerc acid in . sample of cells from a subject e.g., .RNA or genomic DNA, or 
detemumng if a receptor gene has been mutated. 
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Nucleic acid expression assays are useful for drug screening to identify 
compounds that modulate receptor nucleic acid expression. 

The invention thus provides a method for identifying a compound that can be 
used to treat a disorder associated with nucleic acid expression of the receptor gene. 
The method typically includes assaying the ability of the compound to modulate the 
expression of the receptor nucleic acid and thus identifying a compound that can be used 
to treat a disorder characterized by undesired receptor nucleic acid expression. 

The assays can be performed in cell-based and cell-free systems. Cell-based 
assays include cells naturally expressing the receptor nucleic acid or recombinant cells 
genetically engineered to express specific nucleic acid sequences. 

Alternatively, candidate compounds can be assayed in vivo in patients or. in 
transgenic animals. 

The assay for receptor nucleic acid expression can involve direct assay of 
nucleic acid levels, such as mRNA levels, or on collateral compounds involved in the 
signal pathway (such as cyclic AMP or phosphatidylinositol turnover). Further, the 
expression of genes that are up- or down-regulated in response to the receptor protein 
signal pathway can also be assayed. In this embodiment the regulatory regions of these 
genes can be operably linked to a reporter gene such as luciferase. Thus, modulators 
of receptor gene expression can be identified in a method wherein a cell is contacted 
with a candidate compound and the expression of mRNA determined. The level of 
expression of receptor mRNA in the presence of the candidate compound is compared 
to the level of expression of receptor mRNA in the absence of the candidate compound! 
The candidate compound can then be identified as a modulator of nucleic acid 
expression based on this comparison and be used, for example to treat a disorder 
characterized by aberrant nucleic acid expression. When expression of mRNA is 
statistically significantly greater in the presence of the candidate compound than in its 
absence, the candidate compound is identified as a stimulator of nucleic acid expression. 
When nucleic acid expression is statistically significantly less in the presence of the 
candidate compound than in its absence, the candidate compound is identified as an 
inhibitor of nucleic acid expression. 
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Accordingiy, the invention provides methods of treatment, with the nucleic acid 
as a target, using a compound identified through drug screening as a gene modulator to 
modulate receptor nucleic acid expression. Modulation includes both up-regulation (i e 
act.vat,on or agonization) or down-regulation (suppression or antagonization) or nucleic 
acid expression. 

Alternatively, a modulator for receptor nucleic acid expression can be a small 
molecule or drug identified using the screening assays described herein as long as the 
drug or small molecule inhibits the receptor nucleic acid expression. 

The receptor polynucleotides are also useful for monitoring the effectiveness of 
modulafng compounds on the, expression or activity of the receptor gene in clinical 
tnals or m a treatment regimen. Thus, the gene expression pattern can serve as a 
barometer for the continuing effectiveness of treatment with the compound, panicularly 
wth compounds to which a patient can develop resistance. The gene expression pattem 
can also serve as a marker indicaUve of a physiological response of the affected cells to 
the compound. Accordingly, such monitoring would allow either increased 
admrn-stration of the compound or the administration of alternative compounds to 
which the patient has not become resistant. Similarly, if the level of nucleic acid 
expression falls below i desirable level, administration of the compound could be 
commensurately decreased. 

The receptor polynucleotides are also useful in diagnostic assays for qualitative 
changes in receptor nucleic acid, and particularly in qualitative changes that lead to 
pathology. The polynucleotides can be used to detect mutations in receptor genes and 
gene expression products such as mRNA. The polynucleotides can be used as 
hybridization probes to detect natuiBlly occurring genetic mutations in the receptor gene 
and thereby determining whether a subject with the mutation is at risk for a disorder 
caused by the mutation. Mutations include deletion, addition, or substitution of one or 
more nucleotides in the gene, chromosomal reaaangement such as inversion or 
transposition, modification of genomic DNA such as aberrant methylation patterns or 
changes in gene copy number such as amplification. Detection of a mutated form of the 
receptor gene associated with a dysfunction provides a diagnostic tool for an active 
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disease or susceptibility to disease when the disease results from overexpression, 
underexpression, or altered expression of a receptor protein. 

Individuals carrying mutations in the receptor gene can be detected at the nucleic 
acid level by a variety of techniques. Genomic DNA can be analyzed directly or can be 
amplified by using PGR prior to analysis. RNA or cDNA can be used in the same way. 

In certain embodiments, detection of the mutation involves the use of a 
probe/primer in a polymerase chain reaction (PGR) (see, e.g. U.S. Patent Nos. 4,683,195 
and 4,683,202), such as anchor PGR or RAGE PGR, or, alternatively, in a ligation chain 
reaction (LGR) (see, e.g., Landegran et aL, Science 241'A011A0%Q (1988); and 
Nakazawa et ai, PNAS P7:360-364 (1994)), the latter of which can be particularly 
useful for detecting point mutations in the gene (see Abravaya et aL, Nucleic Acids Res. 
25:675-682 (1995)). This method can include the steps of collecting a sample of cells 
from a patient, isolating nucleic acid (e.g., genomic, mRNA or both) from the cells of 
the sample, contacting the nucleic acid sample with one or more primers which 
specifically hybridize to a gene under conditions such that hybridization . and 
amplification of the gene (if present) occurs, and detecting the presence or absence of an 
amplification product, or detecting the size of the amplification product and comparing 
the length to a control, sample. Deletions and insertions can be detected by a change in 
size of the amplified product compared to the normal genotype. Point mutations can be 
identified by hybridizing amplified DNA to normal RNA or antisense DNA sequences. 

Alternatively, mutations in a receptor gene can be directly identified, for 
example, by alterations in restriction enzyme digestion patterns determined by gel 
electrophoresis. 

Further, sequence-specific ribozymes (U.S.Patent No. 5,498,531) can be used to 
score for the presence of specific mutations by development or loss of a ribozyme 
cleavage site. 

Perfectly matched sequences can be distinguished fi-om mismatched sequences 
by nuclease cleavage digestion assays or by differences in melting temperature. 

Sequence changes at specific locations can also be assessed by nuclease 
protection assays such as RNase and SI protection or the chemical cleavage method. 
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Furt,™o,.. s«,„™« diffe^c^ teween a „cep.or gen. and a wild- 

■ype gen. can b. d...nnin«. by di,... DNA s«,nen.i„g. A vaH.,y of a„,„„a,ed 

l^Mn), including s«,u»cine by ma. ^^^^ ,3,, 
. n«^n^ Publication No. WO ^,6.0, C.h.n e, ./., c.^^.' 
162 (1996); and Griffin « al.. Appl. Biochem^ Blouchnol. iS:|47-l 59 (1993), 

n,.U,ods for d.«U„g „„a,io„s in ft. g.n. include n,.,hods' in wWch 
^l^on fion, cl^vag. ag.„. i. ^ ,„ d«cc, „,sn,a,ch.d ba.« in RNA/RNA 0. 

97 ( 988), Salceba „ En^ol. .77:286-295 (1992)), .l.c>,opho,.tic 

™ ..y of ^ ^ ^.^ . ^ ^^^^ ^^^^ 

(1989). C n„„ „ ^^^^^^ ^ ^^^^^ ^^^^ ^^^^ 

«3-79 (1992)), and of n,u^ or ..ld-,yp. «^„„,3 in 

polyac^lanud. gels containing a g,^i.„, of d«.n,^, i, a^,^ ^ 
rad,e„, gel el«„oph„^is (My.. « oL. Na.^. „S:A,S (1985)). Exan,p,e. of oj 
ecta^ue. fo, d«««„g poin. n>u«ona incWe, sel«ive oligonucleotide 
hybnd,zaOon. selective amplification, and seMv. prim.r «ttnsion. 

TT>e receptor polynucleotides are also useful for testing an i„d,vidual for a 
g^otype that while not nece^ly causing the disease, „eve„heless affects the 
^.ment modality. Tlus, the polynucleoudes can be used .0 study the relationship 
between a. mdividual's genotype and the individual, response ,0 a compound used for 
««ment (phanna«,ge„omic reWonship) In the ptesent case, for example, a mutation 
■n fte receptor gene that results in alte^d aiiinity for ligand could tesult in an excessive 
or decease! drug effect with standard concent^ons of ligand that activates the 
.«eptor. Accordingly, the receptor polynucleotides described hetein can be used .0 
assess the mutation content of the receptor gene in an individual in orier to select an 
appropriate compound or dosage regimen for treatment 

■^'^P='>'"-'«>ti<tes displaying geneUc variations that affect tteatment provide 
ad-agnostictargetthatcanbeusedtotailortreatmentinan individual. Accordingly the 
production of recombinant cells and animals containing these polymorphisms ai'low 
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effective clinical design of treatment compounds and dosage regimens. 

The receptor polynucleotides are also useful for chromosome identification 
when the sequence is identified with an individual chromosome and to a particular 
location on the chromosome. First, the DNA sequence is matched to the chromosome 
by in situ or other chromosome-specific hybridization. Sequences can also be correlated 
to specific chromosomes by preparing PCR primers that can be used for PGR screening 
of somatic cell hybrids containing individual chromosomes from the desired species. 
Only hybrids containing the chromosome containing the gene homologous to the primer 
will yield an amplified fiagment. Sublocalization can be achieved using chromosomal 
fragments. Other strategies include prescreening with labeled flow-sorted chromosomes 
and preselection by hybridization to chromosome-specific libraries. Further mapping 
strategies include fluorescence in situ hybridization which allows hybridization with 
probes shorter than those traditionally used. Reagents for chromosome mapping can be 
used individually to mark a single chromosome or a single site on the chromosome, or 
panels of reagents can be used for marking multiple sites and/or muhiple chromosomes. 
Reagents corresponding to noncoding regions of the genes actually are preferred for 
mapping purposes. Coding sequences are more likely to be conserved within gene 
families, thus increasing the chance of cross hybridizations during chromosomal 
mapping. 

The receptor polynucleotides can also be used to identify individuals from small 
biological samples. This can be done for example using restriction fragment-length 
polymorphism (RFLP) to identify an individual. Thus, the polynucleotides described 
herein are useful as DNA markers for RFLP (See U.S. Patent No, 5,272,057). 

Furthermore, the receptor sequence can be used to provide an alternative 
technique which determines the actual DNA sequence of selected fragments in the 
genome of an individual. Thus, the receptor sequences described herein can be used to 
prepare two PCR primers from the 5' and 3' ends of the sequences. These primers can 
then be used to amplify DNA fi-om an individual for subsequent sequencing.. 

Panels of corresponding DNA sequences from individuals prepared in this 
manner can provide unique individual identifications, as each individual will have a 
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uniqu. se, of such DNA «,„e„ces. „ i. esd«,a«d .ha, allelic variation i„ h™a„s 
occws wiU, a fteq-ency of abou, „„ce pe, each 500 bases. Allelic variation occurs .o 
»n« degree i„ fte coding .gions of tee sequences, and .o a ,^.e, degree i„ 

noncoding regions. ™= -ep.Or sequences can be used ,o obuin such idemiflcarion 
> ^uences ta, individuals and fto„ tissue. The sequences rep^„, f,^^, 
of Ae hun^ genon,e. .Each of Ae sequences described he.i„ can, ,o some degree be 
-ed as a standard against which DNA from an individual can be compared 'for 

Identification puqjoses. 

If a panel of reagents from the sequences is used to generate a unique 
■denuficauon database for ^ individual. *ose same reagents can later be used ,„ 
.denttfy tissue from that individual. Using the unique id«,tificatio„ database, positive 
tdentification of the i«,ividual. living or dead, can be m^e from extremely small tissue 

samples. 

The receptor polynucleotides can also be used in forensic identification 
procedures. PCR ted^ology can he used to ampli^ DNA sequences taken from vety 
small btological samples, such as a single hair follicle, body fluids (e.g blood, saliva, or 
-men). The ^nplified sequence can then be competed to a standard allowing 
Identification of the origin of the sample. 

■nte receptor polynucleotides can thus be used to provide polynucleotide 
-gents. e.g., PGR primers, targeted to specific loci in the human genome, which can 
enhance the reliability of DNA-based forensic identifications by. for example, providing 
another "identification marker" (i.e another DNA sequence that is unique to a particular 
uKltvidual). AS described above, actual base sequence infomtation can be used for 
.denttflcaUon as an accurate alternative to patterns formed by restriction enzyme 
generated ftagments. Sequences targeted to the noncoding region are particularly usefrtl 
stnce greater polymorphism occurs in the noncoding regions, making i, easier to 
dtfTerenttate individuals using this technique. Ftagments ate at least 12 bases 

The receptor polynucleotides can Stri,er be used to pmvide polynucleotide 
-gents, e.g., labeled orlabelable pmbes which can be used in, for example, an 
kybndization techm-que. ,o identify a specific tissue. TWs is useful in cases in which a 
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forensic pathologist is presented with a tissue of unknown origin. Panels of receptor 
probes can be used to identify tissue by species and/or by organ type. In a similar 
fashion, these primers and probes can be used to screen tissue culture for contamination 
(i.e. screen for the presence of a mixture of different types of cells in a culture). 

Alternatively, the receptor polynucleotides can be used directly to block 
transcription or translation of receptor gene expression by means of antisense or 
ribozyme constructs. Thus, in a disorder characterized by abnormally high or 
undesirable receptor gene expression, nucleic acids can be directly used for treatment. 

The receptor polynucleotides are thus useful as antisense constructs to control 
receptor gene expression in cells, tissues, and organisms. A DNA antisense 
polynucleotide is designed to be complementary to a region of the gene involved in 
transcription, preventing transcription and hence production of receptor protein. An 
antisense RNA or DNA polynucleotide would hybridize to the mRNA and thus block 
translation of mRNA into receptor protein. 

Examples of antisense molecules useful to inhibit nucleic acid expression 
include antisense molecules complementary to a fragment of the 5' untranslated region 
of SEQ ID NO 2 which also includes the start codon and antisense molecules which are 
complementary to a fragment of the 3' untranslated region of SEQ ID NO 2. 

Alternatively, a class of antisense molecules can be used to inactivate mRNA in 
order to decrease expression of receptor nucleic acid. Accordingly, these molecules can 
treat a disorder characterized by abnormal or undesired receptor nucleic acid expression. 
This technique involves cleavage by means of ribozymes containing nucleotide 
sequences complementary to one or more regions in the mRNA that attenuate the ability 
of the mRNA to be translated. Possible regions include coding regions and particularly 
coding regions corresponding to the catalytic and other functional activities of the 
receptor protein. 

The receptor polynucleotides also provide vectors for gene therapy in patients 
containing cells that are aberrant in receptor gene expression. Thus, recombinant cells, 
which include the patient's cells that have been engineered ex vivo and returned to the 
patient, are introduced into an individual where the cells produce the desired receptor 
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protein to treat the individual. 

The i„v=„„„„ 
nucleic acid in a biological samole For ,1, , • 

a labeled or l,b,l M , ^ " """P"^ '^=^8="'^ ^ 

tabded or labelable nucleic acid or agen, ca;«ble of delccdng recepior nucleic acid in 

B a bio ogical sa.pl, „eans for detaining ,e a.oui,. of recep.r nucleic t 

™'"*="'=-^'-'*^«=^-sui.ble confer L 
k.. .an fisher con,p,^|,^„,„„f„^,„^^^.,,^^^^_^^^^^^^^^^ 

5 Vectors/host celk 

Tl.. .em, vector refers .„ a vehicle, p^ferably a nucleic acid molecule iha. ca 
-spo^^erecepiorpoWleoUde. W,«n .e vecor is a nucleic rriect Z 
jeplor po,„ucleo,ides aie cov.e„.„ ,„ ^ * 

spec.of*e,„ven,o.U.vec.rincludesap,asn,id.si„g|eordoubles.randed^^^^^^^^ 

A ve«or can be maintained in U,e hos, eel, as an e«.chromosomal elemen, 
2^ -P'.- and produces addidonal copies of ,he receplor pol.nucleo.ides 
^«^„«,.*eve«orma,i„.eg.»in,o,e 

copies of fte receptor polynucleotides when the hos. cell „p|ica,es 

^"""■"-P-videsvec.orsfordiemaintenancefcloningvec.or.Jorvec.ors 
expression (e>*ression vectors, of the „cep,or pol„es. Ue ectoZ 

— containcis-acting^ulatoi^egionsthatareoper^blylinked 
- ^ ve«or to the .ceptor polynucleotides s^, .hat transcri tion of^ 

.^^.eot^esisallowedinahostcell. Ue polynucleotides can be introL into. 
^ eel, Mth a separate polynucleotide: capable of affecting transcription. Thus the 

re.uUto,ycon.ro,„gion.„allowt.anscrip,„„„,.,^,„^,^„„^,;^^^^ 
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vector. Alternatively, a trans-acting factor may be supplied by the host cell. Finally, a 
trans-acting factor can be produced from the vector itself 

It is understood, however, that in some embodiments, transcription and/or 
translation of the receptor polynucleotides can occur in a cell-free system. 

The regulatory sequence to which the polynucleotides described herein can be 
operably linked include promoters for directing mRNA transcription. These include, 
but are not limited to, the left promoter from bacteriophage Xy the lac, TRP, and TAC 
promoters from £ coli, the early and late promoters from SV40, the CMV inmiediate 
early promoter, the adenovirus early and late promoters, and retrovirus long-terminal 
repeats. 

In addition to control regions that promote transcription, expression vectors may 
also include regions that modulate transcription, such as repressor binding sites and 
enhancers. Examples include the SV40 enhancer, the cytomegalovirus immediate early 
enhancer, polyoma enhancer, adenovirus enhancers, and retrovirus LTR enhancers. 

In addition to containing sites for transcription initiation and control, expression 
vectors can also contain sequences necessary for transcription termination and, in the 
transcribed region a ribosome binding site for translation. Other regulatory control 
elements for expression include initiation and termination codons as well as 
polyadenylation signals. The person of ordinary skill in the art would be aware of the 
numerous regulatory sequences that are useful in expression vectors. Such regulatory 
sequences are described, for example, in Sambrook et ai. Molecular Cloning: A 
Laboratory Manual 2nd ed.. Cold Spring Harbor Laboratory Press, Cold Spring 
Harbor, NY, (1989). 

A variety of expression vectors can be used to express a receptor polynucleotide. 
Such vectors include chromosomal, episomal, and virus-derived vectors, for example 
vectors derived from bacterial plasmids, from bacteriophage, from yeast episomes, fi;om 
yeast chromosomal elements, including yeast artificial chromosomes, from viruses such 
as baculovinises, papovaviruses such as SV40, Vaccinia viruses, adenoviruses, 
poxviruses, pseudorabies viruses, and retroviruses. Vectors may also be derived from 
combinations of these sources such as those derived from plasmid and bacteriophage 
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g»e.. c,.™e,«. ..g..cos„.,<. and phag^nM, App^prta^ Coning and «p„.ion 

' ~ " ^ 

^« «... ,.. U^ .p«i«c, 0. „a, p^vide for indoci.e , _ 

cel. .ypes such as ,™pe..„, ,,,,,,, „^ ^^^^ ■ 

honnon.0. ofte, ligand. A vane^ „f ^ 
«n ,n prokao^oUc and euka:,o,ic hos. a„.«e„ k„„™ „ 

Tl>e recep.0. polynucleotides can be insened tao fte vec»r „.,e|c acid by 
»..*ow„ ^cbodoiogy. Oene^iiy, d.e DNA se,„ence «,a, „i„ J 
P-essed ,s joined . an exp«ssio„ v«,o, by cleaving ^ DNA se,ue„ce and U,e 

those of ordinary skill in the art 

The vector co„ai„i„g appropriate polynucleotide can be introduced into an 
appropnate bos. ceU for propagation or expression using wel,-^™ tec..i,ues. 
Ba^ena, ceils „c,ude. but ate not lintited to. E. co,, S,r„s. ^ Sal.oneUa 
0^W»„. Euicatyotic cells include, but are no. limited ,o. yeas, insec. cells such as 
fro.q,A,to, animal cells such as COS and CMO cells, and plant cells 

As described herein, i. .ay be desirable .„ express the polypepdde as a Mon 
Accordingly, the invention provides fitsion vectors that ^ow for .^e 
Ptoductton of the receptor polypeptides. Fusion v«to. can increase .he expression of a 
recombinant prd.ein, increase U,e solubility of the recontbinan. protein, and aid in ^ 
punficanon of the protein by acting for exantple as a ligand for affinity prt«cation. A 
proteolyttc cleavage site be a. *e juncSon of *e Won nx,ie,y so that 

dte destred polypepdde can ultitnately be sepata^d to the fitsion tnoiety. WoteolySc 
«^es UKlude, bu. ate not limited „. ftcor Xa. dtrombin, and entetokinas. Typ.c^ 
taon expression ve«o,. include pGEX (Smith e, („88) Ge„e ^7:3140, pMAL 
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(New England Biolabs, Beverly, MA) and pRIT5 (Pharmacia, Piscataway, NJ) which 
fiise glutathione S-transferase (GST), maltose E binding protein, or protein A, 
respectively, to the target recombinant protein. Examples of suitable inducible non- 
fusion £. coli expression vectors include pTrc (Amann et al. Gene 6P:301-315 (1988)) 
and pET 1 1 d (Studier et al.^ Gene Expression Technology: Methods in Enzymology 
755:60-89(1990)). 

Recombinant protein expression can be maximized in a host bacteria by 
providing a genetic background wherein the host cell has an impaired capacity to 
proteolytically cleave the recombinant protein. (Gottesman, S., Gene Expression 
Technology: Methods in Enzymology 185, Academic Press, San Diego, California 
(1990) 1 19-128). Alternatively, the sequence of the polynucleotide of interest can be 
altered to provide preferential codon usage for a specific host cell, for example £ coli. 
(Wada et al. Nucleic Acids Res. 20:21 1 1-2118 (1992)). 

The receptor polynucleotides can also be expressed by expression vectors that 
are operative in yeast. Examples of vectors for expression in yeast e.g., S. cerevisiae 
include pYepSecl (Baldari, et al, EMBOl (5:229-234 (1987)), pMFa (Kurjan et ai, 
Cell 50:933-943(1982)), pJRY88 (Schultz et aL, Gene 5^:1 13-123 (1987)), and pYES2 
(Invitrogen Corporation, San Diego, CA). 

The receptor polynucleotides can also be expressed in insect cells using, for 
example, baculovirus expression vectors. Baculovirus vectors available for expression 
of proteins in cultured insect cells (e.g., Sf 9 cells) include the pAc series (Smith et aL^ 
Mol Cell Biol 5:2156-2165 (1983)) and the pVL series (Lucklow et al. Virology 
770:31-39(1989)). 

In certain embodiments of the invention, the polynucleotides described herein 
are expressed in mammalian cells using mammalian expression vectors. Examples of 
mammalian expression vectors include pCDM8 (Seed, B. Nature 529:840(1987)) and 
pMT2PC (Kaufman et al, EMBOJ, d:187-195 (1987)). 

. The expression vectors listed herein are provided by way of example only of the 
well-known vectors available to those of ordinary skill in the art that would be useful to 
express the receptor polynucleotides. The person of ordinary skill in the art would be 
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J. of ofter v«.„ for „ 

^l«es described r>^^r^ ^„ ^^^^^ 

. «--W.,,C.MSpri,„3H„.U^,„,p^,„,,3^^„^„^^_ 

TV i„ve„Uo„ also encomp^s vecon in which *e nucleic acid seque™« 
descn^ he.i„ a. Coned i„.o .he vecor in .ve.se onen^on, 

h^np ^ he p^doced ,„ a,,, o, ,o a porton. of U,e po,^„c,eodde sequences 
d^nhed he.,„. inCndin, ho* coding and non^n. .^on. Expression pf Z 
-sense RNA is s„hjec, .o each o, ^ .^scrihed above to „,a,„nt 

— „ or .e sense RNA ^.^^ ^ J° 
expression, tissue-specific expression). 

TT.e invention ajso .elates ,o ,eco„,binan, hos, cells coning ,he vectors 
^cnbed herei. cells tl^efore i..l„de p,ota„o.c cel.. 1„„. 1,,,, 2 

Je recombinant host cells are p,^ by introducing the vector constructs 
d^b^ he^n .nto the cells by readily avar lable to the person of ordinar, 

s.^. the a. nese include, bu. are not limited to. calciu™ phosphate .ansfectil 
DEAE.dex.r3„.n^ transfection. cad„„i, ^ ' 

^-d ,„ Samhrook, « ,Mo,a.ar ConM,- . L.tor.o^^^^, ^ 
JT,;*"'^*"'"'"'^' Harbor labora^ry 1^ Cold Spring Harbor. 

Host ceils can contain more than one vecor. TTtus. different nucleotide 
sequences can be introduced on different vectots of the same cell. Similariy the 
-eptor polynucleotides can be introduced either .one or with polynucleo^des 
*at are no, related to the receptor polynuc.eo«des such as those providing ^ans-acting 
f^orsforexpressionvectors. When more dtan o. vector is introduced into a cell th 
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vectors can be introduced independently, co-introduced or joined to the receptor 
polynucleotide vector. 

In the case of bacteriophage and viral vectors, these can be introduced into cells 
as packaged or encapsulated virus by standard procedures for infection and transduction. 
Viral vectors can be replication-competent or replication-defective. In the case in 
which viral replication is defective, replication will occur in host cells providing 
functions that complement the defects. 

Vectors generally include selectable markers that enable the selection of the 
subpopulation of cells that contain the recombinant vector constructs. The marker can 
be contained in the same vector that contains the polynucleotides described herein or 
may be on a separate vector. Markers include tetracycline or ampicillin-resistance genes 
for prokaryotic host cells and dihydrofolate reductase or neomycin resistance for 
eukaryotic host cells. However, any marker that provides selection for a phenotypic 
trait will be effective. 

While the mature proteins can be produced in bacteria, yeast, mammalian cells, 
and other cells under the control of the appropriate regulatory sequences, cell- free 
transcription and translation systems can also be used to produce these proteins using 
RNA derived from the DNA constructs described herein. 

Where secretion of the polypeptide is desired, appropriate secretion signals are 
incorporated into the vector. The signal sequence can be endogenous to the receptor 
polypeptides or heterologous to these polypeptides. 

Where the polypeptide is not secreted into the medium, the protein can be 
isolated from the host cell by standard disruption procedures, including freeze thaw, 
sonication, mechanical disruption, use of lysing agents and the like. The polypeptide 
can then be recovered and purified by well-known purification methods including 
ammonium sulfate precipitation, acid extraction, anion or cationic exchange 
chromatography, phosphocellulose chromatography, hydrophobic-interaction 
chromatography, affinity chromatography, hydroxylapatite chromatography, lectin 
chromatography, or high performance liquid chromatography. 

It is also understood that depending upon the host cell in recombinant 
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producUon of 0. polypeptides de^bed he^n, polypepUdes' can have variou. 
glycosylaUon depending „„_ „ „„„.,,,,„,^,„^ ^ 

produced in '» ^^«»». PO^Peptides may include ^ i^M 

methipmne m some cases as a tesul. of a hosl-mediated process. 

Usescif vectors and hosi celU 

Tie host cells expressing the polypeptides described hetein. and partctdarly 
.^ombinan. host cells, have a variety „f „ses. Fita. Ute cells are for p,«,„cin. 
receptorproteins or polypeptides that can be ftrthe, purified ,o pt^duce desited amounts 
of ^eptor protein or fiagment. T^us. host cells contaimng expression Vectors a« 
useftil for polypeptide production. 

Host cells are also usefil for conducting cell-based assays involving the receptor 
or ^eptor flagment. Tins, a recombinant host cell expressing a naUve receptor is 
useful .o assay for compounds tat stiniuUte or inhibit receptor fttnction. This includes 
Lgand btndtng. gene expression a. the level of transcription or translation, 0-protein 
interactton, and components of the signal transduction pathwy. 

Cell-based assays include NE-II5 (Postma. cited above); Xe„.pus oocytes 
especially for calcium efSux (An, FEBS Lea., cited above) and CI cutrents (Guo cited' 
above)i Jurka. ceils, especially for reporter assays using SRE-driveo transcriptio,! (An 
FEBSIEJT.. cited above); HEK 293 and CHO cells, especiallyfor teporter assays 
ustng SRE-driven nanscription (An. Biochem. Blophyy Res. Comn., cited above) 

Host cells ate also useful for. identifying teceptor mutants in which these 
fUncnons are affected. If the mutants natutally occur and give rise to a pathology ho« 
cells containing the mutations are useful to assay compounds U«t have a deshed effect 
on the mutant teceptor (for example, stimulating or inhibiting function) which may no, 
be mdicated by their effect on the native receptor. 

ho^^U^ are alsb useful for expressing the chimeric polypeptides 
descnbed heiein to assess compounds d«, activate or suppress activation by means of a 
heterologous amino temtinal extt^llular domain (or other binding region) 
Alten^vely, a het^^logous .egion spanning the entire transmembrane domain (or 
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parts thereof) can be used to assess the effect of a desired amino terminal extracellular 
domain (or other binding region) on any given host cell. In this embodiment, a region 
spanning the entire transmembrane domain (or parts thereof) compatible with the 
specific host cell is used to make the chimeric vector. Alternatively, a heterologous 
carboxy terminal intracellular, e.g., signal transduction, domain can be introduced into 
the host cell. 

Further, mutant receptors can be designed in which one or more of the various 
functions is engineered to be increased or decreased (i.e., ligand binding or G-protein 
binding) and used to augment or replace receptor proteins in an individual. Thus, host 
cells can provide a therapeutic benefit by replacing an aberrant receptor or providing an 
aberrant receptor that provides a therapeutic result. In one embodiment, the cells 
provide receptors that are abnormally active. 

In another embodiment, the cells provide receptors that are abnormally inactive. 
These receptors can compete vAih endogenous receptors in the individual. 

In another embodiment, cells expressing receptors that cannot be activated, are 
introduced into an individual in order to compete with endogenous receptors for ligand. 
For example, in the case in which excessive ligand is part of a treatment modality, it 
may be necessary to inactivate this ligand at a specific point in treatment. Providing 
cells that compete for the ligand, but which cannot be affected by receptor activation 
would be beneficial. 

Homologously recombinant host cells can also be produced that allow the in situ 
alteration of endogenous receptor polynucleotide sequences in a host cell genome. This 
technology is more fully described in WO 93/09222, WO 91/12650 and U.S. 5,641,670. 
Briefly, specific polynucleotide sequences corresponding to the receptor 
polynucleotides or sequences proximal or distal to a receptor gene are allowed to 
integrate into a host cell genome by homologous recombination where expression of the 
gene can be affected. In one embodiment, regulatory sequences are introduced that 
either increase or decrease expression of an endogenous sequence. Accordingly, a 
receptor protein can be produced in a cell not normally producing it, or increased 
expression of receptor protein can result in a cell normally producing the protein at a 
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can i„„oauced into desired ^o„ of ,ene .0 

S.ch ™.Uo. could ^ .^uc^ _p,, ^ ^ ^ 
t^r^ reg,on. such as *e ligand-bi„dingsteor4eG.pro.ei„ bWingsite 
^ In one cmbodtaen, fte hos, ceU can ^ a fertlized oocyte or embryonic ^ 

«^ *a. can be used . produce a ^ge.c aninra, con^, ^ ^ Z,., J 
A,^»ve,y. ,e hos. ce„ can be a s,™ cei, or otber early Ussue precursor L ives 

Z T - ^ ~c .issues I an 

^ See also T^onras e, .;:503 (,9S7, for a dcscrtp.io„ of houroiogous 

^■^bu.„on vecor. n,e vector is in^oduced i„,o an er„bryonic sTen, cei, iine I g 
e,e»op««ion) and ceUs in wbich *e in^duced gene has honroiogouj 
.econ,b„^ ^ to (see eg Li E « J /^, 

--50.^,, -ese,ec.=dce,isared,eni,ec.edin.oab,as,ocyL.a:::;:'' 
a nu-use) ,0 fon. ag^egarion chimeras (see e.^. B^diey. A. in nra,^arc^ 2, 

PP- 1 3- 52). A ch,™eric embryo can to be implanW a suitable ps«Apreg„an, 
en^le foster anima, and the enrb^o brought ,0 tern,. Progeny Harboring^ 
homologous ly ,^„bi„ed DNA in .heir genn cells can he used .0 breed anin^als in 
whrch all cells of the animal contain the homologously recombined DNA by germline 
u-mission of the transgen. Methods for c„.«n^g homologous recombination 
vec^rs a^d homologous recombinant animals are described iurfter in Bradley. A 

P H , T " 2:823.829 and in PCT , Intet^Uonal' 

Pubhcaaon Nos. WO 9WI 1354; WO 91/01 140; and WO 93/04169 

SenaicaUy engineered hos, celb can be used .0 produce non-human 
^nsgemc animals. A transgenic animal is ^fe^ly a mamma,, for example a .den. 

s»* as a rat or mouse, in Which one or more of *e cells of the animal include a 
^gene. A Tansgene is exogenous DNA which is integrated into the g«,ome of a cell 
fom *ch a ^enic animal develops and which remains in flre genome of the 
matur, ammal m one or more cell types or tissues of the transgenic animal These ' 
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animals are useful for studying the function of a receptor protein and identifying and 
evaluating modulators of receptor protein activity. 

Other examples of transgenic animals include non-human primates, sheep, dogs, 
cows, goats, chickens, and amphibians. 

In one embodiment, a host cell is a fertilized oocyte or an embryonic stem cell 
into which receptor polynucleotide sequences have been introduced. 

A transgenic animal can be produced by introducing nucleic acid into the male 
pronuclei of a fertilized oocyte, e.g., by microinjection, retroviral infection, and allowing 
the oocyte to develop in a pseudopregnant female foster animal. Any of the receptor 
nucleotide sequences can be introduced as a transgene into the genome of a non-human 
animal, such as a mouse. 

Any of the regulatory or other sequences useful in expression vectors can form 
part of the transgenic sequence. This includes intronic sequences and polyadenylation 
signals, if not already included. A tissue-specific regulatory sequence(s) can be 
operably linked to the transgene to direct expression of the receptor protein to particular 
cells. 

Methods for generating transgenic animals via embryo manipulation and 
microinjection, particularly animals such as mice, have become conventional in the art 
and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, both by 
Leder et al., U.S. Patent No. 4,873,191 by Wagner et al. and in Hogan, B., Manipulating 
the Mouse Embryo, (Cold Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y., 
1986). Similar methods are used for production of other transgenic animals. A 
transgenic founder animal can be identified based upon the presence of the transgene in 
its genome and/or expression of transgenic mRNA in tissues or cells of the animals. A 
transgenic founder animal can then be used to breed additional animals carrying the 
transgene. Moreover, transgenic animals canying a transgene can further be bred to 
other transgenic animals carrying other transgenes. A transgenic animal also includes 
animals in which the entire animal or tissues in the animal have been produced using the 
homologously recombinant host cells described herein. 

In another embodiment, transgenic non-human animals can be produced which 
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contain select systems wWch allow ^„h,«, .^^i„„ „f ^^^^^ 
example of such a sys,™ is ^ creAo^ ^^^^^ l^ceriophagc Pi Fo, 

«36 (.992). A„„,he.«an,plc of a«c„„*i„a3e system is the FLP recomblnase system 
s of S. cere^Uae (O'Oonnan „ scerc. 2iA135,.,355 (1991). ,f a cr.^^ 
recombinase system is used to tegulate exp^sston „f .he tta,,,^ 
«»sgenes encoding both the C„ .combinase and a selected p™,ei„ is .e,„i^ Sttch 
antmals can be provided through the eonstntction of -double- t^sgenic animals eg 
by mating two transgenic aninals. One co„t«ni„g , ^ *' 

10 protem and the other containing a hansgene encoding a recombinase. 

Clones of the non-human transgenic animals described herein can also be 

(1997) and PCT International Publication Nos. WO 97/07668 and WO 97/07669 In 
bnef, a cell, e.g.. a somatic cell, from the uansgenic animal can be isolated and mduced 
IS « exit U,e growth cycle and enter G„ phase. T^e <,uiescem cell can then be firsed eg 
through the use of electrical pulses; to an enucleated oocyte from an anmtal of flre same 
spates fh,m which the quiescent eel, is isolated, T„e reconstntctcd oocyte is then 
cultuted such that i, develops to monrla or blastocyst and then ,„ 
pseudopregnan. female foster animal. The offspring bo^e of this fetnale fos^ animal 
wrll be a clone of the ammal from which the cell, e.g.. the somatic cell, is isolated 

Transgenic animals containing ..ecombinant cells that express the polypeptides 
descnbed herein are useful to conduct the assays described hetein in an /n wW context 
Accortngly. the various physiological factors th« are presem /n v,-,„ and that could 
effect hgand binding, receptor activation, a™i signal transduction, may not be evidem 
=s from /» W.0 cell-fiee or cell-b^ as^y, ^ccorfingly. i, is „sefc, to provide non- 
human transgenic animals to assay in vn. receptor fitnction. including ligand 
mtera^ion. the efiec. of specific mutant receptors on receptor (Unction and ligand 
.nfeactio^ and the effect of chimeric receptors. It is also possible io assess the effect of 
null mutations, that is mutations that substantially or completely eliminate one or more 
30 receptor functions. 
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Pharmaceutical compositions 

The receptor nucleic acid molecules, protein (particularly fragments such as the 
amino terminal extracellular domain), modulators of the protein, and antibodies (also 
referred to herein as "active compounds") can be incorporated into pharmaceutical 
compositions suitable for administration to a subject, e.g., a human. Such compositions 
typically comprise the nucleic acid molecule, protein, modulator, or antibody and a 
pharmaceutically acceptable carrier. 

As used herein the language "pharmaceutically acceptable carrier" is intended to 
include any and all solvents, dispersion media, coatings, antibacterial and antifungal 
agents, isotonic and absorption delaying agents, and the like, compatible with 
pharmaceutical administration. The use of such media and agents for pharmaceutically 
active substances is well known in the art. Except insofar as any conventional media or 
agent is incompatible with the active compound, such media can be used in the 
compositions of the invention. Supplementary active compounds can also be 
incorporated into the compositions. A pharmaceutical composition of the invention is 
formulated to be compatible with its intended route of administration. Examples of 
routes of administration include parenteral, e.g., intravenous, intradermal, subcutaneous, 
oral (e.g., inhalation), transdermal (topical), transmucosal, and rectal administration. 
Solutions or suspensions used for parenteral, intradermal, or subcutaneous application 
can include the following components: a sterile diluent such as water for injection, 
saline solution, fixed oils, polyethylene glycols, glycerine, propylene glycol or other 
synthetic solvents; antibacterial agents such as benzyl alcohol or methyl parabens; 
antioxidants such as ascorbic acid or sodium bisulfite; chelating agents such as 
ethylenediaminetetraacetic acid; buffers such as acetates, citrates or phosphates and 
agents for the adjustment of tonicity such as sodium chloride or dextrose, PH can be 
adjusted with acids or bases, such as hydrochloric acid or sodium hydroxide. The 
parenteral preparation can be enclosed in ampules, disposable syringes or multiple dose 
vials made of glass or plastic. 

Pharmaceutical compositions suitable for injectable use include sterile aqueous 
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soluUcns („he« .„,„b,a) or disp«sio„s and sWIe powders for .he 

ex.empo,^u3 preparafcn „f aem^ i„j^y. 

.n».v«K,.. admtals^on, ^uble canie. include physiological saline. bac,eriosU,ic 
water. Cr«,K,phor EL™ (BASF. Parsippany. NJ) or phosphate buffered saline (PBS) 
■ In all cases, fte composidon n,u., be sterile and should be fl™d to the extent tha, easy 
synngability exists. n,ust be stable under the conditions of n^nufict™ and storage 
and must be presen,ed against the contaminating action of mic^orgadsms such as 
bactena and ftngi. The canier can be a solvent or dispe^ion mediun, contaimng f„ 
«amp e water. e«hanol, polyo, (for example, glyce™,. propylene glycol, and ,i,uid 

polye.*yleneglyc„l.andthelike).andsuitable,nix,uresth=re„fn,ep™p„auidi,ycan 
be tnatntained. for example, by the use of a coating such as lecithin, by the maintenance 
Of the required particle size in the case of dispersion and by the use of surfactants 
Prevention of tite action of microor^sm. can be achieved by various „ibac,eria, and 
anttfcngal agents, for example, parabens, chlo^butanol, phenol, ascorbic acid 
Serosal, and the like. In many cases, it will be preferable to include isotonic agents' 
for example, sugars, polyalcohols such as manitol, sorbitol, sodium chloride in the' 

composition. Prolonged abson>tion of the injectable compositior. can be brought about 
by .ncluding in the composition an agent which delays abson^Uon. for example 
aluminum monostearate and gelatin. 

St«ile injectable solutions can be prepared by incorporating me active 
compound (e.g.. a receptor p™tein or anti-r«ep,or antibody) in ti,e quired amount in 
an appropriate solvent witi, one or a combination of ingredients enumerated above as 
required, followed by filtered sterilization Generally, dispersions are prepared'by 
mco^rating u,e active compound into a sterile vehicle which contains a basic 
dtsperston medium and d« required other ingredients ftom tirose enumemed above In 
the case of s«rile powd«s for tire preparation of sterile i„jec«ble solutions, the 
Ptefen^l methods of preparation are vaarum drying and Seeze-dr^ing which yields a 
powder of ti» active ingredient any addhional desired ingrediem fiom a previously 
Sterile-filtered solution thereof. 

Oral compositions generally include an inen diluent or an edible earner. They 
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can be enclosed in gelatin capsules or compressed into tablets. For oral administration, 
the agent can be contained in enteric forms to survive the stomach or further coated or 
mixed to be released in a particular region of the GI tract by known methods. For the 
purpose of oral therapeutic administration, the active compound can be incorporated 
with excipients and used in the form of tablets, troches, or capsules. Oral compositions 
can also be prepared using a fluid carrier for use as a mouthwash, wherein the 
compound in the fluid carrier is applied orally and swished and expectorated or 
swallowed. Pharmaceutically compatible binding agents, and/or adjuvant materials can 
be included as part of the composition. The tablets, pills, capsules, troches and the like 
can contain any of the following ingredients, or compounds of a similar nature: a binder 
such as microcrysialline cellulose, gum tragacanth or gelatin; an excipient such as starch 
or lactose, a disintegrating agent such as alginic acid, Primogel, or com starch; a 
lubricant such as magnesium stearate or Sterotes; a glidant such as colloidal silicon 
dioxide; a sweetening agent such as sucrose or saccharin; or a flavoring agent such as 
peppermint, methyl salicylate, or orange flavoring. 

For administration by inhalation, the compounds are delivered in the form of an 
aerosol spray from pressured container or dispenser which contains a suitable propellant, 
e.g., a gas such as carbon dioxide, or a nebulizer. 

Systemic administration can also be by transmucosal or transdermal means. For 
transmucosal or transdermal administration, penetrants appropriate to the barrier to be 
permeated are used in the formulation. Such penetrants are generally known in the art, 
and include, for example, for transmucosal administration, detergents, bile salts, and 
fusidic acid derivatives. Transmucosal administration can be accomplished through the 
use of nasal sprays or suppositories. For transdermal administration, the active 
compounds are formulated into ointments, salves, gels, or creams as generally known in 
the art. 

The compounds can also be prepared in the form of suppositories (e.g., with 
conventional suppository bases such as cocoa butter and other glycerides) or retention 
enemas for rectal delivery. 

In one embodiment, the active compounds are prepared with carriers that will 
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pm«« .h. conpca, ,„„i^„„ ^^ .^^ ^ ^ ^^^^^^^ 

. fonnuladon. including in,,^ ^ micn^ncapsulaW deliver sy.,en,s 

B.od.g.dabl=. biocompa-ible p„,y„„ can b. such as e*y,e„e viny, ac«,e 
poWycolic aci^ co„aga„ po,y„rt,o=3e=.. and polylacdc acid. ' 
. MeU^ds forp.pa«d„„ of .„ch fonn.,a,io„s wi„ be appa„„, ,„ ^ „ 

The „a«riab can also be obtained congenially ftom Aha Co^o„ ^ ^ova 
Pl^c«„ical^,„c. Liposomal s^nsions (including Uposomes,a,ge,ed,oinfec,ed 
cells w,U, monoclonal antibodies .0 viral anUgens) can also be used as pha™a«„tally 
accep^ble carte.. Tl,ese can be p,epar«i ^cording ,„ „e,hods known .o .bose skilled 
in the art. for example, as described in U.S. Patent No. 4,522,81 1 . 
■ 1. is especially advantageous to fonnulate oral or 'pa™«e,al compositions in 

dosage u„,t for. for ease of administration and unita,ity of dosage. Dosage unit fo™ 
as used ber^m refe. to physically .discrete units suited as unitary dosages for tbe subject 
» be treated; eacb u,., containing a p,ede,em,ined ,uan„-,y of active compourxl 
calculated, to produce the desir^ d^„,ic effect in association v„tb .be required 
Pharmaceuucalcanier. Tbe specifrcation for d,e dosage uni, fo,^ of the invention are 
d.«a W by aod directly dependent on the unique characteristics of the active compourrd 

andtheparUculartherapeutic effect ,0 be achieved, and the limitarions inherent in the art 
of compounding such an active compound for the treatment of individuals 

•n« r>ucleic acid molecules of the invention can be in«md into vectors and used 
as gene therapy vectors. Gene therapy vectors can be delivered ,„ a subject by for 

example, mtravenous injecdon, local . administraUon (U.S. 5328.470) or by st^cdc 
■nj-aon (see e.g., Chen « ,;3054-3057 (19^)). The pharmaceutical 

preparation of the gene therapy ve«or car, include the gene therapy vector in an 
acceptable diluent, or can comprise a slow release matrix ir, which the gene delivery 
vehicle is imbedded Altemadvely, where the complete gene delivery vector can be 
Pt^uced intact from recombinant cell^ e.g. retn>viral vectors. Ule phamraceudcal 
P«=pan«ion can irrclude one or more.cells which produce the gene delivery system 

The pham^eeutical composidons can be included in a container, pack or ' 
dispenser together with instrucdons for administradon. 
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This invention may be embodied in many different forms and should not be 
construed as Hmited to the embodiments set forth herein; rather, these embodiments are 
provided so that this disclosure will fully convey the invention to those skilled in the art. 
Many modifications and other embodiments of the invention will come to mind in one 
skilled in the art to which this invention pertains having the benefit of the teachings 
presented in the foregoing description. Although specific terms are employed, they are 
used as in the art unless otherwise indicated. 
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THAT WHICH IS CLAIMED: 

I. A. isolated poi>peptide having an ammo add sequence selected from 
the group consisting of: 

(a) The amino acid sequence shown in SEQ ID NO 1 ; 



(b) 

Deposit No. 
(c) 



Tlie amino acid sequence encoded by the cDNA contained in ATCC 

: No. ; 

The a™i„„ acid sequence of a„ allelic varian, ^.^ ^ 

shown in SEQ ID NO 1 ; 

W) TTe amino acid sequence „fa„ allelic variant of an,i«, acid sequence 

encoded by ihecDNA contained in ATCC Deposit No. • 

(e) TTe an,ino acid sequence of a s«,uence variant of the a^ino acid 
3equ«,ce sho™ i„ SEQ NO 1 , ^e„i„ ^ ^ 

nucleic acid molecule hybridizing to the nud*..V«oM t . , 

' acid molecule shown in SEO ID 

NU 2 under stringent conditions; 

(0 The amino acid seque«=e of a sequence variant of the amino acid 
sequence encoded by .he cDNA clone conuined in ATCC Deposit No 
whetetn the sequence variant is encoded by a n^leic acid molecule hybrid!^ 
under stringent conditions to the cDNA contained in ATCC Deposit No • 

fe) A ftag„,e„, of the amino acid sequence sho™ in SEQ ID NO 1, «*e,ei'„ 

the fragment comprises at least 1 2 contiguous amino acids; 

(h) A fragment of the amino acid sequence encoded by the cDNA contained 

m ATCC Deposit No. . ^e„i, ^ ^ 

contiguous amino acids; 

(0 "■'^--i'l-quenceofthe.r.an^recq^orpolypq.t.defromabout 
amino acid 6 to about amino acid 398, shovm i„ SEQ ID NO 1 ; 

0)^ TTe amino acid sequence of the mature polypepUde fom about amino 

acd 6 to about amino acid 398, encoded b, the CDNA clone contained in ATCC 

Deposit No. ^; 

(k) The amino acid sequence of the polypeptide shown in SEQ ID NO 1. 
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from about amino acid 40 to about amino acid 308; 

(1) The amino acid sequence from about amino acid 40 to about amino acid 
308 in the polypeptide encoded by the cDNA contained in ATCC Deposit No. 

(m) The amino acid sequence of an epitope bearing region of any one of the 
polypeptides of (a)-(l). 

2. An isolated antibody that selectively binds to a polypeptide of claim 1, 

(a)-(m). 

3. An isolated nucleic acid molecule having a nucleotide sequence selected 
from the group consisting of: 

(a) The nucleotide sequence shown in SEQ ID NO 2; 

(b) The nucleotide sequence in the cDNA contained in ATCC Deposit No. 
* 

(c) A nucleotide sequence encoding the amino acid sequence shown in 
SEQ ID NO 1; 

(d) A nucleotide sequence encoding the amino acid sequence encoded by the 
cDNA contained in ATCC Deposit No. ; and 

(e) A nucleotide sequence complementary to any of the nucleotide 
sequences in (a), (b), (c), or (d). 

4. An isolated nucleic acid molecule having a nucleotide sequence selected 
from the group consisting of: 

(a) A nucleotide sequence encoding an amino acid sequence of a sequence 
variant of , the amino acid sequence shown in SEQ ID NO 1 that hybridizes to the 
nucleotide sequence shown in SEQ ID NO 2 under stringent conditions; 

(b) A nucleotide sequence encoding the amino acid sequence of a sequence 
variant of the amino acid sequence encoded by the cDNA contained in ATCC 
Deposit No. , the nucleic acid sequence of the sequence varieint 



0 
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hybridizing to the cDNA contained in ATCC Deposit No. under stringent 

conditions; and 

(c) A nucleotide sequence complementaiy to either of the nucleotide 
sequences in (a).or (b). 



5. An isolated nucleic acid molecule a polynucleotide having a nucleotide 
sequence selected from the group consisting of: 

(a) A nucleotide sequence encoding a fragment of the amino acid sequence 
shown in SEQ ID NO 1 , wherein the fragment comprises at least 1 2 contiguous 
amino acids; 

(b) A nucleotide sequence encoding a fragment of the amino acid sequence 

encoded by the cDNA contained in ATCC Deposit No. , wherein the 

fragment comprises at least 12 contiguous amino acids; 

(c) A nucleotide sequence complementary to either of the nucleotide 
sequences in (a) or (b). 

6. A nucleic acid vector comprising the nucleic acid sequences in any of 
claims 3-5. 

7. A host cell containing the vector of claim 6. 

8. A method for producing any of the polypeptides in claim 1 comprising 
introducing a nucleotide sequence encoding any of the polypeptide sequence in (aHn.) 
mto a host cell, and culturing the host cell under conditions in which the proteins are 
expressed from the nucleic, acid. 

9. Amethodfordetectingthepresenceofany ofthepolypeptidesinclaim 
1 m a sample, said method comprising contacting said sample with an agent that 
specifically allows detection of the presence of the polypeptide in the sample and then 
detecting the presence of the polypeptide. 
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10. The method of claim 9, wherein said agent is capable of selective 
physical association with said polypeptide. 

1 1 . The method of claim 1 0, wherein said agent binds to said polypeptide. 

1 2. The method of claim 1 1 , wherein said agent is an antibody. 

13. The method of claim 1 1 , wherein said agent is a ligand. 

14. A kit comprising reagents used for the method of claim 9, wherein the 
reagents comprise an agent that specifically binds to said polypeptide. 

15. A method for detecting the presence of any of the nucleic acid sequences 
in any of claims 3-S in a sample, the method comprising contacting the sample with an 
oligonucleotide that hybridizes to the nucleic acid sequences under stringent conditions 
and determining whether the oligonucleotide binds to the nucleic acid sequence in the 
sample. 

16. The method of claim 15, wherein the nucleic acid, whose presence is 
detected, is mRNA. 

17. A kit comprising regents used for the method of claim 15, wherein the 
reagents comprise a compound that hybridizes under stringent conditions to any of the 
nucleic acid molecules. 

18. A method for identifying an agent that binds to any of the polypeptides 
in claim 1, said method comprising contacting the polypeptide with an agent that binds 
to the polypeptide and assaying the complex formed with the agent bound to the 
polypeptide. 
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19. Am«hodforn,«l„U,i„j,heac,ivio.ofa„yofU,epolypep,idesi„cto 
1. *e co„,pristog conWng any „f ,he polj^puaes of claim , wift an agen. 

unclerco„dWo,s*a.a«owU,= agen„o„,odula,e4eactivi„„fU„po,yp^,, 

20. The™e>hodofclaim,9wh™nsaidm«iula.io„fei„ceUsderiv«IS„„, 
ssues selected fton, 4e g,„^ consisting of b™, tag. 

lymphocytes. 



21. TT^e method ofclaim 20 wherein said lymphocytes are CD8 or CD3T- 

cells. 



22. The method of claim 20 wherein said bone maxrow cells are CD34- cells. 

23. The method ofclaim 19 wherein said modulationis in a patient having 
breast carcmoma. lung squamous cell carcinoma or colon carcinoma. 
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ingiuc file 14274rcr; Outpuc File 14274rccra 
Sequence lengch 1901 



CCCACCXrGTCCaSGGAGAGGACTXrACCCT 

. . . » M 

GAAGCTCAGTTCACAGCCTTGGGGCGCGCGCCCC ATG 

ESGLLRPAPVSEVIVLHYNY 
GAG TCC GCW CTC CTG CGG CCG CTG CCG CrtG ACC GAG GTC ATC 

TGKLRGARYQPGAG LRADAV 
ACC GGC AAC CTC CGC OCT GCC CGC TAG CAG CCG GGT GCC GGC CTG ox: GCC GAC G^^ 

VCLAVCAFIVLENLAVLLVL 
GTC TCC CrG GCG GTG IXX: GCC TTC ATC GTC CTA GAG AAT CTA GCC GTG TTG TTC 

G?. HPRFHAPMFL LLGSLTLS 
GGA CGC CAC CCG CGC TTC CAC GCT CCC.ATG rrCCTGCTCCTGGGCAGCCTCACGTTGTCG 

DLLAGAAYAANILLSGPLTL 
GAT CTG CTG GCA GGC GCC GCC TAC GCC GCC AAC ATC CTA CTG TCG GGG CCG CTC ACG CTG 

Kr^spALWFARBGGVFVALTA 
AAA CTC TCC CCC GCG CTC TGG TTC GCA COG GAG GGA GGC GTC TTC GTG GCA CTC ACT GCG 

SV LSLLAIALERSL TMARRC 
TCC GTG CTC ACC CTC CTC GCC ATC GCG CTG GAG CGC AGC CTC ACC ATC GCG CGC AGS GGG 

ps^pVSSRGRTLAMAAAAWGV 
CCC GCG CCC GTC TCC AGT CGG GGG CGC ACG CTC GCG ATC GCA GCC GCG GCC TGG GGC GTG 

S-^LLGLLPALGWNCLGRLDA. 
TCG CTG CTC CTC GGG CTC CTC CC\ GCG CTC GGC TGG AAT TGC CTC GGT CGC CTG GAC GCT 

CSTV LPLYAKAYVLFCVLAr 
TGC TCC ACT GTC TTC CCG CTC T?C GCC AJSfi GCC TAC GTC CTC TTC TGC GTC CTC GCC TTC 

VGILAAICALYARIYCQIRA 
GTC GGC ATC CTC GCC GCG ATC TGT GCA CTC TAC GCG CGC ATC TAC TGC CAG ATA CGC GCC 

a.RRLPARPGTAGTTSTRA?. 
AA^ GCG CGG CGC CTC CCG GCA CGG CCC GGG ACT GCG GGG ACC ACC TCG ACC CGG GCG CGT 

RKPRSLALLRTLS VVLLArV 
CGC AAG CCG CGC TCG CTC GCC TTC CTC CGC ACG CTC AGC GTG GTC CTC CTC GCC TTT GTC 

A C W G P- L F L L L L L D V A C P A ?. T 
GCA TGT TGG GGC CCC CTC TTC CTC CTC CTC TTC CTC CAC GTC GCG TGC CCG GCG CGC ACC 

C avLLQADPFLGLAMAHSLJ. 
TCT CCT CTA CrC CTC CAG GCC GAT CCC TTC CTC GGA CTC GCC ATC GCC AAC TCA C.i -.G 



1 
3 

21 
63 

41 
123 

61 
183 

81 
243 

101 
303 

121 
363 

141 
423 

is: 

483 

181 
543 

20i 
603 

221 
663 

241 
723 

261 
783 

231 
843 

301 
50 3 



M p T I Y T L T N R 0 L R H A L L r. ^ 
;^.^C CCC ATC ATC TAC ACG CTC ACC A.-.C CGC GAC CTC- C-3C CAC GCG CTC CTC CC-C CTG GTC 5S3 



CCGRKSCGR0PSG5QQ:> --. * .-• 
TGC TGC GGA CGC CAC TCC TGC GGC .-JGA GAC CCG .^CT GGC TZZ CAX3 CAC TCG C-CG A-GC C-CG 



?41 
iC23 
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PGAPTAARTLVS EPAAD- 
CCC GGT GCA CCC ACA GCC GCC CGG ACT CTG CTA.TCA.GAA COG CSCT CCA GAC TCA 



399 
1197 



CACccTCGaxcACGACTTnxrrrcccAAcrrrrAC^^ 

AAAKTItXZAGTCCX^AAAAGATCCAC^^ 

CTCnXX:CCTCCnO=AATTQ«OT^ 

GACAAACCACAGAGATOCTGATOJI«m:AG^^ 

CTOTCCTOGGAAGACaVAAAGAAAAarATTTC^ 

CCCATIXrEGTICrAAGAAATCXy«XATG(OTC5GT<» 

«CTGAAGCaU^ACITCCCGAGNACTTV^^ 

GACTGAAOGRAMrTAGTTOCGACMACTOTOGGICATrr ' 



FIGURE 1 (CONT'D) 
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Prosite Pattern Matches for sequence3926 

>PS00001|PDOC00001|ASN.GLYCOSYLATION N-glycosylation site. 
Query: 20 NYTG 23 

>PS00005|PDOC00005|PKC.PHOSPHO_SITE Protein kinase C phosphorylaci 



Query: 


22 


TGK 


24 


Query: 


100 


TLK 


102 


Query: 


146 


SSR 


148 


Query: 


237 


STR 


239 


Query: 


309 


TNR 


311 


Query: 


363 


SER 


365 



FIGURE 2 
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>PS00006|PDOC00006|CK2_PHOSPHO_SITE Casein kinase 11 phosphorylati 



Query: 


79 


TLSD 


82 


Query: 


309 


TNRD 


312 


Query: 


340 


SAAE 


343 


Query: 


361 


SGSE 


364 



>PS00008|PDOC00008|MyRISTYL N-myristoylacion site. 



Query: 


86 


GAAYAA 


91 


Query: 


114 


GVFVAL 


119 


Query: 


166 


GLLPAXi 


171 


Query: 


203 


GILAAI 


208 


Query: 


231 


GTAGTT 


236 


Query: 


293 


GLAMAN 


298 


Query: 


334 


GSQQSA 


339 


Query: 


347 


GLRRCL 


352 


Query: 


355 


GLDGSF 


360 


Query: 


362 


GSERSS 


367 


Query: 


372 


GLDTSG 


377 


Query: 


383 


GAPTAA 


388 



>PS00013iPDCX:00013|PROKAR_LIPOPROTEIN ProJcaryotic membrane lipoprotein lipid attachm 
## Non-eukaryotic pattern 
RU Additional rules: 

RU (1) The cysteine must be between positions 15 and 35 of the sequence 

RU consideratioa. 

RU (2) There must be at least one charged residue (Lys or Arg) in the f 

RU seven residues of the sequence. 



Query: 253 LSWLLAFVAC 263 • 



>PS00237|PDOC00210|G.PROTEIN_RECEPTOR G-protein coupled receptors 
Query: 121 ASVLSLLAIALERSLTM 137 



FIGURE 2 (CONT'D) 
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FIGURE 4 




wo 00/11166 



7/13 



PCT/US99/18976 



r 

Hoy, 1 M« 

2 

I 



FIGDKE 5 
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Protein Family/Domain HMM Matches for sequence3926 

>PF00001|7tn^l 7 transmembrane receptor (rhodopsin family) 
Score: 147.24 Seq: 53 306 Model: 1 269 

RWpFGdfMCnWmYFDYMNMYASIFfLTcISIDRYLWAICHPMrYnRWMT 

se^ence3S ^0. 

se^ence39 148 ^O.K'^J^^s:.LU,Ll.l^.*d-V^^^^ ,33 

WMWrWYvIUnciimgFYIPMilMlFCYwRIYRlaRlWMRMIpswQr 
se,^ence39 189 --r^^^rc^T-U^^L^lhl'^^^col^^^ 235 
R««nSmRr E»Ri vKMl i I IMvVFI ICWl PYFI vmfMDTLMMwwPC 

se.^ence39 • 236 •rsrn^;...is.zti;ts;;;i;:;^,^^^^^^^ 

6 f Clwrr 1 Wir.YI f eWLaYvNCpCiNF I lY • 
*C +■». F-*- ++NPITY 
sequeace39 280 RTCPVLLQAD-PFLGLAMANS-LLNPIIY 306 



FIGURE 6 
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CLUSTAL W(1.60) multiple sequence alignment 
Transmembrane domains are listed as TM (1-7) 



EDGl.Rat 

EDGl^Human 

EDG3_huCTan 

H218_Rat 

Flhl4274 

EDGl^Mouse 



EDGl_Rat 

EDGl^Human 

EDG3_human 

H218_Rat 

Flhl4274 

EDGl^ouse 



EDGl_Rat 

EDGl.Human 

EDG3_human 

H218_.Rat 

Flhl4274 

EDGl_Mouse 



EDGl_Rat 

EDGl.Human 

EDG3_huinan 

H218_Rat 

Flhl4274 

EDGl^ouse 



EDGl^Rat 

EDGl.Human 

EDG3_human 

H218_Rat 

Flhl4274 

EEX*l^ouse 



EDGl^Rat 

EDGl^Human 

EDG3^human 

H218.Rat 

Flhl4274 

EDGl_Mouse 



TM-1 



MVS STS I PWKALRSQVSDYGNYDI IVRHYNYTGKLN- IGVEKDHGIKLTSi 
MG - PTSVPLVKAHRS SVSDYVNYD I IVRHYNYTGKLN- 1 S ADKENS IKLTSWFIL ICCF 

KATAL-PPRbQPVR GN-ETLREHYQYVGKLAGRLKEASEGSTLTTVLFLVICSF 

MGGLY-SEYLNPEK VQEHYNYTKETL— DMQETPSRKVASAFIIILCCA 

MESGL LRPAPVS EVIVLHYNYTGKLRGARYQPGAGLRADAWCLAVCAF 

MVSTS- IPEVKALRSSVSDYGNYDI IVRHYNYTGKLN- IGAEKDHGIKLTSWFILICCF 



TM-2 



ItiwktkkfhrpmBB 



Ilsgattykltpaqwf 

iilenifvlltiwktkkfhrpmyyfignlalsdllagvaytanlllsgattykltpaqwf 
ivlenlmvliaiwknnkfhnrmyffignlalcdllagiaykvnilmsgkktfslsptvwf 
iwenllvliavarnskfhsamylflgnlaasdllagvafvantllsgpvtlsltplqwp 
ivlenlavllvlgrhprfhapmflllgsltlsdllagaayaanillsgpltlklspalwf 
iilenifvlltiwktkkfhrpmyyfignlalsdllagvaytanlllsgattykltpaqwf 

^ ^aMaaK:> f H " ^lTIIH^J 

lregsmfvalsasvfsllaiaieryitmlkmklhngsnnfrlfllisacwvislilgglp 
lregsmfvalgastcsllaiaierhltmikmrpydankrhrvflligmcwliaftlgalp 
aregsafitlsasvfsllaiaierqvaiakvklygsdkscrmlmligaswlislilgglp 
areggvfvaltasvlsllaialersltmarrgpapvssrgrtlamaaaawgvslllgllp 
lregsmfvalsasvfsllaiaieryitmlkmklhngsnssrsfllisacwvislilgglp 

™-5 

imgwncisalsscstvlplyhkhyilfcttvftllllsivilycriyslvrtrsrrltfr 
ilgwnclhnlpdcstilplyskkyiafcisiptailvtivilyariyflvksssrkvanh 
ilgwncldhleacstvlplyakhyvlcwtifsvillaivalyvriyfwrsshadvagp 
algwnclgrldacstvlplyakayvlfcvlafvgilaaicalyariycqiranarrlpar 
smg^mcisslsscstvlplyhkhyilfcttvftllllsiailycriyslvrtrsrrltfr 



Bgckaktcdilykae 



TM-6 

K xTTCvacpccpvcT.»iT.T.«My»MimiWiMiMlftiJiiJUUaa 

K niskasrsse-nvallktviivlsvfiacwaplfilllldvgckvktcdilfrae 

N nsersmallrtwiwsvfiagwsplfilflidvacrvqacpilfkaq 

— QTL — allktvtivlgvfiicwlpafsillldstcpvracpvlykah 

pgtagttstrarrkprslallrtlswllafvacwgplfllllldvacpartcpvllqad 
K niskgsrssekslallktviivlsvfiacwaplfilllldvgckaktcdilykae 



TM-7 

Itnkemrrafiriisc 
yflvlavlnsgtnpii ytltnkemrrafirimsc 



— ckcpngd 

— ckcpsgd 

WFIVLAVLNSAMNPVIYTLASKEMRRAFFRLV CNGLVR 

YFFAFATLNSLLNPVIYTWRSRDLRREVLRPL-L dflJRQGKG 

PFLGLAMANSLLNPIIYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLR 
YFLVLAVLNSGTNPI IYTLTNKEMRRAFIRIVSC CKCPNGD SAGKFK 



-SAGKFK 
-SAGKFK 
-GRGARA 
-ATGRRG 



EDGl^Rat rpiipgmefsrsks— DNSSHPQKDDGDNPETIMSSGNVNSSS 

EDGl Human RPIIAGMEFSRSKS-— DNSSHPQKDEGDNPETIMSSGNVNSSS 

EDG3lhuman SPIQPALDPSRSKSSSSNNSSHSPKVKEDLPHTDPSSCIMDKNAALQNGIFCN 

H218_Rat GNPGHRLLPLRSSSS-LERGLHMPTS PTFLEGNTW 

Flhl4274 RCLPPGLDGSFSGS ERSSPQRDGLDTSGSTGSPGAPTAARTLVSEPAAD 

EDGlJMouse RPIIPGMEFSRSKS— DNSSHPQKDDGDNPETIMSSGNVNSSS 



Figure 7 
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FIGURES 

1. HeLa 
+++ 2. Brain (random-primed) 

3. HPK (random primed) 

4. Thymus (random-primed) 

5. 9 week Fetus 

6. Bronchial Epithelium 

7. Prostate Epithelium 

8. Keratinocytes 

9. Lung 

10. Thymus 

1 1 . Bronchial Epithelium Mix (BEAS-2B) 

12. CerebeUum 

13. Fetal Kidney 

14. Fetal Lung 
++ 15. Spleen 

16. Small Intestine 

17. Fetal Thymus 

1 8. Mammary Gland 

19. Natural Killer Cells 

20. Congestive Heart Failure (CHFd) 

2 1 . Fetal Dorsal Spinal Cord 

22. Colon to Liver Metastasis (CHT133) 
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FIGURE 8 (CONT 1) 

23. Colon Carcinoma (NDRl 03) 

24. Mammary Epithelium 

25. A2780 WT 

26. Esophagus 

27. Fetal Skin 

28. Midterm Placenta 

29. P65 IL-1 +/+ 

30. A549 control 

3 1 . Embryonic Keratinocytes 

32. SCC25 CDDP-Tongue Squamous Cell Carcinoma 

33. T cells, CD3, treated 

34. T cells, CD3, IL-4/IL-1 0 treated 

35. T cells, CD3, IFNg/TFNa treated 

36. ME 180 Control 

37. HPKII 

38. Skin/Adipose 

+++ 39. Bone marrow, specifically CD34" 

++ 40. Non-activated lymphocytes, specifically CD3 T cells 

41. Pancreas 

42. Lymph node 

43. Multiple sclerotic lesions 

44. Aorta 
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FIGURE8(CONT2) 



45. 


Tonsils 


46. 


Fetal Heart 


47. 


Breast Carcinoma 


++ 48. 


Lung Carcinoma, especially squamous cell carcinoma 


++ 49. 


Colon Carcinoma 


++ 50. 


Liver metastases fix>m colon 


-H- 51. 


CD3T cells 


■*-++ 52. 


CD8T cells 


+++ 53. 
lymphocytes) 


Peripheral Blood Mononuclear Cells (PBMC) - resting 


++ 54. 


mPB leukocytes (GCSF-treated) 



++ 55. MOLT 4 
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1 4274 RECEPTOR. A G-PROTCIN COUPLED RECEPTOR RELATED TO THE EDO RECEPTOR FAMILY 

FIELD OF THE INVENTION 

The present invention relates to a newly identified member of the superfamily of 
G-protein-coupled receptors, and a new member of the EDO receptor femily. The 
invention also relates to polynucleotides encoding the receptor. The invention further 
relates to methods using receptor polypeptides and polynucleotides as a target for 
5 diagnosis and treatment in receptor-mediated and related disorder. Tl,e invention 
further relates to drug-screening methods using the receptor polypeptides and 
polynucleotides to identify agonists and antagonists for diagnosis and trcatinent. The 
invention further encompasses agonists and antagonists based on tiie receptor 
polypeptides and polynucleotides. The invention further relates to procedures for 
10 producing the receptor polypeptides and polynucleotides. 

BACKGROUND OF THE INVENTION 

G-protein coupled receptors 
15 G-protein coupled receptors (GPCRs) constitute a major class of proteins 

responsible for transducing a signal witiiin a cell. GPCRs have seven transmembrane 
segments. Upon binding of a Ugand to an extraceUular portion of a GPCR, a signal is 
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transduced within the cell that results in a change in a biological or physiological 
property of the cell. GPCRs, along with G-proteins and effectors (intracellular 
enzymes and channels modulated by G-proteins), are the components of a modular 
signaling system that connects the state of intracellular second messengers to 
5 extracellular inputs . 

GPCR genes and gene-products are potential causative agents of disease 
(Spiegel et ai, J. Clin. Invest. 92:1119-1125 (1993); McKusick et al., /. Med. Geneu 
50:1-26 (1993)). Specific defects in the rhodopsin gene and the V2 vasopressin 
receptor gene have been shown to cause various forms of retinitis pigmentosum 

10 (Nathans et aL.Annu. Rev. Genet. 26:403-424(1992)), nephrogenic diabetes insipidus 
(Holuman et al.. Hum. Mol. Genet. 2:1201-1204 (1993)). These receptors are of 
critical importance to both the central nervous system and peripheral physiological 
processes. Evolutionary analyses suggest that the ancestor of these proteins originally 
developed in concert with complex body plans and nervous systems. 

15 The GPCR protein superfamily can be divided into five families: Family I, 

receptors typified by rhodopsin and the beta2-adrenergic receptor and currently 
■ repreisented by over 200 unique members (Dohlman a/., Anna. Rev, Biochem. 
60:653-688 (1991)); Family 11, the parathyroid hormone/calcitonin/secretin receptor 
family (Juppner et al. Science 254:1024-1026 (1991); Lin et aL, Science 254:1022- 

20 1024 (1991)); Family HI, the metabotropic glutamate receptor family (Nakanishi, 
Science 258 597:603 (1992)); Family IV, the cAMP receptor family, important in the 
chemotaxis and development of D. discoideum (Klein et al. Science 241:1467-1472 
(1988)); arid Family V, the ftingal mating pheromone receptors such as STE2 
(KurjanM/i/2tt. Rev. Biochem. 67:1097-1129 (1992)). 

25 There are also a small number of other proteins which present seven putative 

hydrophobic segments and appear to be unrelated to GPCRs; however, they have not 
been shown to couple to G-proteins. Drosophila expresses a photoreceptor-specific 
.... protein, bride of sevenless (boss), a seven-transmembrane-segment protein which has 
* ' been extensively studied and does not show evidence of bemg a GPCR (Hart et al., 

30 Proc. Natl Acad. Sci. USA 90:5047-5051 (1993)). The gene frizzled ifz) in 
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Drosophila is also thought to be a protein with seven transmembrane segments. Like 
boss, fe has not been shown to couple to G-proteins (Vinson et al.. Nature 338-263 
264 (1989)). 

G proteins represent a family of heterotrimeric proteins composed of a. p 
and ^ subunits, that bind guanine nucleotides. These proteins are usually linke(i to 
cell surface receptors, e.g., receptors containing seven transmembrane domains 
Following ligand binding to the GPCR. a conformational change is transmitted to the 
G protein, which causes the a-subunit to exchange a bound GDP molecule for a GTP 
molecule and to dissociate from the p^submiits. The GTP-bound form of the 
subunit tjpically functions as an effector-modulating moiety, leading to the production 
of second messengers, such as cAMP (e.g.. by activation of adenyl cyclase) 
d^cylglycerol or inositol phosphates. Greater than 20 different types of „-subuniti 
are known in humans. These subunits associate with a smaller pool of p and 
subunits. Examples of mammalian G proteins include Gi, Go. Gq, Gs and Gt J 
proteins are described extensively in Lodish et al.. Molecular Cell Biology, (Scientific 
American Books Inc.. New York, N.Y., 1995). the contents of which are 
incorporated herein by reference. 

Lipid Ligands for GPCRs 

Lysophospholipids have been shown to act on distinct G-protein-coupIed 
receptors to serve a variety of overlapping biological functions. Lysophosphatidic 
acid (LPA) is an extraceHular phospholipid that produces multiple cellular responses 
including cellular proliferation, inhibition of differentiation, cell surface fibronectin 
bmding. tumor cell invasion, chemotaxis. Cr mediated membrane depolarization 
increased tight junction permeability, myoblast differentiation, stimulation of 
fibroblast chemotaxis. acute loss of gap junctional communication, platelet 
aggregation, smooth muscle contraction, neurotransmitter release, stress fiber 
formation, cell rounding, and neurite retraction, among others. See. Moolenaar 
W.H. et al. , Curr. Opin. Cell Biol. 9: m-m (1997). LPA acts through G-protein- 
coupled receptors to evoke the multiple cellular responses. It is generated from 
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activated platelets and can also be generated from microvesicles shed from blood cells 
challenged with inflammatory stimuli. It is one of the major mitogens found in blood 
serum. LPA has been shown to serve as an EDG family ligand (for EDG-2). This is 
consistent with a general role for this receptor family in proliferation-related signal 
5 transduction (see below herein). 

The NlE-115 neuronal cell line shows morphological responses to LPA. LPA 
induces retraction of developing neurites and rounding of the cell body, changes 
driven by contraction of the actomyosin system, regulated by the OTP binding protein 
Rho. See, Postma, EMBOJ. 75:2388-2395 (1996). 

10 In Xenopus oocytes, LPA elicits oscillatory Cr currents. Expression depends 

upon a high afFmity LPA receptor having features common to members of the 
rhodopsin seven transmembrane receptor superfamily. An antisense oligonucleotide 
derived from the first 5-11 amino acids selectively inhibited expression of this 
receptor. See. Quo et c/.. Proc. Nat'L Acad. Sci. U.S.A. 95:14367-14372 (1996). 

15 The inu-acellular biochemical signaling events that mediate the effects of LPA 

include stimulation of phospholipase C and consequent increases iii cytoplasmic 

-'- '-r calcium" concentration, inhibition - of adenyl -cyclase, and activation of 
phosphatidylinositol-3-kinase, the Ras-Raf-MAP kinase cascade and Rho GTPase and 
Rho-dependent kinases. The Ras-Raf-MAP kinase and Rho pathways stimulate the 

20 u-anscription factors ternary complex factor and serum response factor, respectively. 
Ternary complex factors and serum response factors synergistically activate 
transcription of growth-related immediate early genes such as c-fos by binding to 
serum response element (SRE) in the promoters (Hill et aL, Cell 57:1159-1170 
(1995)). 

25 LPA receptors in fibroblasts couple to at least three distinct G-proteins: G,, 

Gj, and G,2.i3. Activation of G, stimulates phospholipase C and consequent 
mobilization of intracellular calcium. Activation of G^ inhibits adenyl cyclase and 
. stimulates the Ras-Raf-MAP kinase path\yay leading to transcriptional activation 
" mediated by ternary complex factors. Activation of Gijiia'stimulates Rho which leads 
30 to actin-based cytoskeleton changes and transcriptional activation mediated by serum 
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response factor. The and Rho-activated pathways synergistically stimulate 
transcription of many growth-related genes containing sennn response elements in 
then- promoters (An, et al. , J. Biol. Chem. 275:7906-7910 (1998)). 

It has been reported that serum albumin contains about a dozen as yet 
umdentified lipids (methanol soluble) with LPA-like biological activity. See Postma 
cited above. 

Sphingolipids have also been reported to be involved in cell signaling 
Ceram.de (N-acyl-sphingosine). sphingosine and sphingosine-l-phosphate (SIP) ^ 
second messengers involve i„ various biological functions. Ceramide is involved in 
apoptosis. SIP is a platelet^erived lysosphingolipid that acts on cognate G-protein- 
coupled receptors to evoke multiple ceUular responses, such as cellular proliferation 
and tumor metastasis. See Moolenaar. cited above, and Meyer al. (FEES Len 
470:34-38 (1997)) for a review. Typical receptor-mediated responses to SIP (and 
LPA) mclude stimulation of phospholipase C and consequent calcium mobilization 
inhibmon of adenylate cyclase, mitogen activated protein (MAP) kina^ activation 
DNA synthesis, mitogenesis and cytoskeletal changes, such as cell rounding and 
neunte retraction (Zondag. cited above), microfilament reorganization, cell migration 
stress fiber formation, membrane depolarization, and fibroblast proliferation. 

SIP has been shown to act on neuronal NlE-115 cells by means of a high 
affinity receptor, to remodel ti.e actin cytoskeleton in a Rho-dependent manner See 
Postma, er ./., cited above. Like U>A, SIP induces neurite retraction and cell' 
roundmg in differentiated PC12 cells. See, Sato, et al., Biochem. Biophys Res 
Comm. 240:329-334 (1997). 

SIP acts by activating a G-protein^upled receptor distinct from the LPA 
r«:eptor. Recentiy, SIP has been demonstrated to act as a ligand for ti.ee members 
of the EDG subfemay of GPCRs, EDG-1, EDG-3, and H218. 

A distinct receptor is also activated by anotiier lysosphingolipid, sphingosyl- 
phosphorylcholine (SPC or lysosphingomyelin). It is a strong mitogen and evokes 
biochemical responses similar to those by LPA, except by a distinct receptor (in some 
cells, however, SPC and SIP might act on tiie same receptor). See, Moolenaar cited 
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above. SPC has also been shown to mediate fibroblast mitogenesis, platelet 
activation, and neurite retraction. It has been shown to activate MAP kinases. See, 
An, et ai, FEES Lett, 417:219-282 (1997). SIP and SPC also activate pathways 
involving G^, Ras-Raf-ERK and Rho GTPases (An, etaL, FEES Lett,). 
5 Since SIP and LPA are both released from activated platelets, they may play a 

role in wound healing and tissue remodeling, including during traumatic injury of the 
nervous system. Because LPA can also be generated from blood cells challenged with 
inflammatory stimuli, LPA may stimulate responses not only at the site of injury but 
also at sites of inflammation. 

10 

EDO (Endothelial Differentiation Gene) receptors 

Hecht et ai (/. Cell Biol. 755:1071-1083 (1996)) cloned a cDNA from mouse 
neocortical cell lines. This gene, termed ventricular zone gene-1 (vzg-1) was shown 
to be 96% identical to an unpublished sheep sequence designated EDG-2 (GenBank 

15 . Accession No. U 18405) and identified as an LPA receptor. This cDNA was also 
isolated as an orphan receptor by Macrae et ai (MoL Erain Res, 42:245-254 (1996)) 
who designated it Reel .3. EDG-2 is closely homologous to a Gplinked orphan 
receptor EDG-1 (37% homology). A cDNA homologous to that encoding sheep 
EDG-2 protein was cloned from a human lung cDNA library (An et al,, Eiochem. 

20 Biophys. Res, Comm. 257:619-622 (1997)). A search of GenBank showed that EDG- 
2 cDNA from mouse and cow had also been cloned and sequenced. The human 
EDG-2 protein was shown to be a receptor for LPA. The cDNA was expressed in 
mammalian cells (HEK293 and CHO) using a reporter gene assay quantifying the 
transcriptional activation of a serum response element-containing promoter. This 

25 assay can sensitively measure the G-protein-activated signaling pathways linked to 
LPA receptors. The mouse EDG-2 (Vzg-1) showed 96% identity to the human EDG- 
2 (Hecht et al,, J, Cell Biol 755:1071-1083 (1996)). EDG-2 was demonstrated to 
mediate inhibition of adenyl cyclase by Gj and cell morphological changes via Rho- 

■ " related GTPases (Ah ef a/: ; J. BioL Chem. 275:7906-7910 (1998)). 

30 Human EDG-1 cDNA was cloned from a human cDNA library of human 
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umbUical vein endothelial cells exposed to fluid sheer stress (Takada et al. , Biochem. 
Biophys. Res. Comm. 240:737-741 (1997)). EDG-1 mRNA levels in endothelial cells 
increased markedly in response to fluid flow. This suggested that EDG-1 is a 
receptor gene that could function to regulate endothelial function under physiological 
blood flow conditions. Recently, it was shown that the EDG-1 receptor is capable of 
mediating a subset of early responses to sphingosine 1-phosphate (SIP), notably, 
inhibition of adenylate cyclase and activation of the G,-MAP kinase pathway, but noi 
activation of the PLC-Ca^* signaling pathway. (Zondag, G.C. et al.. Bio. Chem J. 
550:605-609 (1998)). 

The overexpression of EDG-.l receptors has been shown to induce exaggerated 
cell-cell aggregation, enhanced expression of cadherii^. and formation of well- 
developed adherens junction, dependent upon SIP. The third intracellular loop has 
been shown to interact with G-a-i-1 and G-a-i-3 in a ligand-independent mamier. 

In the study of Zondag. the results indicated that EDG-1 but not EDG-2 was 
capable of mediating the specific subset of cellular actions induced by SIP. However, 
these responses were specific in that LPA failed to mimic SIP. 

Another study (Fukushima et al., Proc. Nail. Acad. Sci. USA 95:6151-6156 
(1998)) showed that the human EDG-2 mediates multiple cellular responses to LPA. 
At least six biological responses to LPA were reported, including the production of 
LPA membrane binding sites. LPA dependent G-protein activation, stress fiber 
formation, neurite retraction, transcriptional serum response element activation and 
increased DNA synthesis. EDG-1 and EDG-2 were shown to signal through at least 
two distinct pathways, a G/G„ pathway and a PTX insensitive pathway that involves 
Rho activation. It was demonstrated tiiat G, coupled directiy with Vzg-1 (EDG-2) 
after LPA exposure. At the same time it was shown that Vzg-l mediates actin-based 
cytoskeletal changes that operate through a Rho-sensitive pathway. See Fukushima, 
cited above. The results were consistent with a model in which EDG-2 transduces 
LPA signals onto the same DNA target through two separate pathways. Activation of 
serum response element-dependent transcription can be effected through stimulation of 
the Ras-Raf-MAP kinase cascade (by a ternary complex factor) and through a Rho- 
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mediated pathway. An important response related to the serum response element 
activation is progression through the cell cycle. 

Using the cDNA sequence of the EDG-2 human LPA receptor to perform a 
sequence-based search for lysosphingolipid receptors. An ei al {FEBS, Lett. 417:219- 

5 282 (1997)) found two closely related G-protein-coupled receptors, designated rat 
H218 and human EDG-3. Both of these, when overexpressed in Jurkat cells, 
mobilized calcium and activated serum response element-driven transcriptional 
reporter gene (which requires activation of Rho and Ras GTPases) in response to SIP, 
dihydro-SlP, and sphingosylphosphorylcholine, but not to LPA. Expressed in 

0 Xenopus oocytes, the genes conferred responsiveness to SIP in agonist-triggered 
calcium efflux. 

EDG-2 was also used for a sequence-based search for new genes encoding 
novel subtypes of LPA receptors. A human cDNA encoding a G-protein-coupled 
receptor designated EDG-4 was identified by searching GenBank for homologies with 

5 the EDG-2 LPA receptor. When overexpressed in Jurkat cells, this protein mediates 
LPA-induced activation of a serum response element reponer gene with LPA 
concentration-dependence and specificity (An fl/:i 7v Bto/. C/iem. 275:7906-7910 
(1998)). Jurkat 'cells are a preferred assay system because they lack background 
responses to LPA in the serum response element reporter gene assay. EDG4 was 

0 shown to mediate activation of serum response elementKlriven transcription in Jurkat 
cells involving Gj and Rho GTPase. 

A flow chart designating homologies of the various EDG receptors is shown in 
Figure 5, infra, 

GPCRs in general and EDG receptors are important targets for drug action 
5 and development. Expression of the receptors for SIP or LPA in tumor cells may 
sensitize them to the growth-promoting effects of these molecules, resulting in 
increased aggressiveness of the tumor. Accordingly, it is valuable to the field of 
pharmaceutical development to identify and characterize previously unknown GPCRs, 
'" particularly EDG receptors. The present invention advances the state of the art by 
0 . . providing a previously unidentified human GPCR, a new member of the EDG 
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SUMMARY OF THE INVENTION 

It is an object of the invention to identify novel GPCRs. 

It is a further object of the invention to provide novel GPCR polypeptides that 
are useful as reagents or targets in receptor assays applicable to treatment and 
diagnosis of GPCR-mediated disorders. 

It is a further object of the invention to provide polynucleotides corresponding 
to the novel GPCR polypeptides that are useful as targets and reagents in receptor 
assays applicable to treatment and diagnosis of GPCR-mediated disorders and usefiil 
for producing novel receptor polypeptides by recombuiant methods. 

A specific object of the invention is to identify compounds that act as agonists 
and antagonists and modulate the expression of the receptor. 

A further specific object of the invention is to provide the compounds that 
modulate the expression of the receptor for treatment and diagnosis of GPCR related 
disorders. 

The invention is thus based on the identification of a novel GPCR, designated 
tiie 14274 receptor. 

The invention provides isolated 14274 receptor polypeptides including a 
polypeptide having the amino acid sequence shovra in SEQ ID NO 1, or the amino 

acid sequence encoded by tiie cDNA deposited as ATCC No. on 

("tiie deposited cDNA"). 

The invention also provides isolated 14274 receptor nucleic acid molecules 
having the sequence shown in SEQ ID NO 2 or in the deposited cDNA. 

The invention also provides variant polypeptides having an amino acid 
sequence that is substantially homologous to tiie amino acid sequence shown in SEQ 
ID NO 1 or encoded by the deposited cDNA. 

The invention also provides variant nucleic acid sequences tiiat are 
substantiaUy homologous to tiie nucleotide sequence shown in SEQ ID NO 2 or in tiie 
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deposited cDNA. 

The invention also provides fragments of the polypeptide shown in SEQ ID 
NO 1 and nucleotide shown in SEQ ID NO 2, as well as substantially homologous 
fragments of the polypeptide or nucleic acid. 
5 The invention also provides vectors and host cells for. expression of the 

receptor nucleic acid molecules and polypeptides and particularly recombinant vectors 
and host cells. 

The invention also provides methods of making the vectors and host cells and 
methods for using them to produce the receptor nucleic acid molecules and 
10 polypeptides. 

The invention also provides antibodies that selectively bind the receptor 

polypeptides and fragments. 

The invention also provides methods of screening for compounds that 

modulate the activity of the receptor polypeptides. Modulation can be at the level of 
15 the polypeptide receptor or at the level of controlling the expression of nucleic acid 

expressing the receptor polypeptide. ^ 
- r - : -The- invention also provides a process for modulating receptor polypeptide 

activity, especially using the screened compounds, including to treat conditions related 

to expression of the receptor polypeptides. 
20 The invention also provides diagnostic assays for determining the presence of 

and level of the receptor polypeptides or nucleic acid molecules in a biological 

sample. 

The invention also provides diagnostic assays for determining the presence of 
a mutation in the receptor polypeptides or nucleic acid molecules. 

25 

. DESCRIPTION OF THE DRAWINGS 

Figure 1 shows the 14274 nucleotide sequence (SEQ ID NO 2) and the 
- deduced 14274 amino aicid sequence (SEQ ID NO 1): It is predicted that amino acids 
. 30... .1-39 constitute the amino terminal extracellular domain and amino acids 309-398 
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constitute the caiboxy tenninal intracellular doinain. The region spanning the entire 
transmembrane domain is from about amino acid 40 to about amino acid 308. 
Specifically, the seven transmembrane segments art as follows: from about amino 
acid 40 to about amino acid 62, from about amino acid 71 to about amino acid 95, 
from about amino acid 114 to about amino acid 131, from about amino acid 152 to 
about amino acid 173, fiiom about amino acid 192 to about amino acid 213, from 
about amino acid 253 to about amino acid 273, and from about amino acid 291 to 
about amino acid 308. The amino acids corresponding to the three extracellular loops 
are as follows: from about amino acid 96 to about amino acid 113, from about amino 
acid 174 to about amino acid 191, from about amino acid 274 to about amino acid 
290. The intracellular loops are from about amino acid 63 to about amino acid 70, 
from about amino acid 132 to about amino acid 151, and from about amino acid 214 
to about amino acid 252. The underlined area shows a GPCR signature. The most 
commonly conserved intracellular sequence is the aspartate, arginine, tyrosine (DRY) 
triplet. Arginine is invariant. Aspartate is conservatively placed in several GPCRs. 
DRY is implicated in signal transduction. In the present case, the arginine is found in 
the sequence ERS, which matches the position of the DRY or invariant arginine for a 
rhodopsin family seven transmembrane receptor. See Figure 6. 

Figure 2 shows a comparison of the 14274 receptor against the Prosite 
database of protein patterns, specifically showing a glycosylation site in the amino 
terminus, phosphorylation sites for protein kinase C. phosphorylation sites for casein 
kinase n, N-myristoylation sites, and the G-proteinK»upled receptor signamre 
represented by ERS in the sequence. 

Figure 3 shows an analysis of the 14274 amino acid sequence: aamm and 
coil regions; hydrophilicity; amphipathic regions; Oexible regions; antigenic index; 
and surface probability. 

Figure 4 shows a 14274 receptor hydrophobicity plot. Amino acids 40-308 
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constitute the entire transmembrane domain that includes the seven transmembrane 
segments, the three intracellular loops and the three extracellular loops. 

Figure 5 shows the approximate percent identity among various EDG family 
members as follows: 

EDG1-EDG2:40%; EDG1-EDG4:40%; EDG1-EDG3:55%; EDGM4274 
receptor:49.8%; 

EDG2-EDG4:57%; EDG2-EDG3:39%; EDG2-14274 receptor:35.3%; 
EDG3-EDG4:32%; EDG3-14274 receptor :46.1%; 
EDG4-14274 receptor:35.1 % 

Figure 6 shows a sequence comparison between a seven transmembrane 
receptor member of the rhod opsin superfamily and the 14274 receptor showing the 
position of the ERS, that corresponds to the GPCR signature. 

Figure 7 shows a multiple sequence alignment between the 14274 receptor and 
several EDG receptor sequences. The transmembrane domains are listed as TM(l-7). 

Figure 8 shows expression of the 14274 receptor in various human cells and 
tissues. The + signs indicate the highest levels of expression. The - signs indicate 
decreased levels relative to normal. 



Figure 9 shows relative expression (Th2 24h [RLD631 resting used as 
reference) of the 14274 receptor in T cells. 

DETAILED DESCRIPTION OF THE INVENTION 

Receptor fimction/signal pathway 

- * The 14274 receptor protein is a GPCR that participates in signaling pathways. 
As used herein, a "signaling pathway" refers to the modulation (e.g., stimulation or 
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inhibition) of a cellular function/activity upon the binding of a ligand to the GPCR 
(14274 protein). Examples of such functions include mobilization of intracellular 
molecules that participate in a signal transduction pathway, e.g., phosphatidylinositol 
4,5-bisphosphate (PIPj), inositol 1,4,5-triphosphate (IP3) or adenylate cyclase; 
polarization of the plasma membrane; production or secretion of molecules; alteration in 
the structure of a cellular component; cell proliferation, e.g., synthesis of DNA; cell 
migration; cell differentiation; and cell survival. Functions mediated by EDG receptore 
are further presented in the background section, st^ra. 

The 14274 receptor shows very high expression in brain and high expression in 
spleen, bone marrow, lung, resting T-cells compared to activated T-cells, and CD8 T- 
cells. There is also significant expression in a variety of other tissues and cells as shown 
in Figures 8 and 9. The expression in CD34- suggests that the gene is expressed in 
nonprogemtor marrow cells. The expression of the gene in nonactivated lymphocytes 
(more specifically, CD3 T-cells) suggests that the gene functions in tiie central nervous 
system. Finally, based on cellular expression, the 14274 receptor may function in 
inflammation and hematopoetic contexts (relatively high expression in resting T-cells as 
compared to activated T-cells). Expression of the 14274 receptor is particularly 
pronounced in lung carcinoma, and particularly squamous cell carcinoma. The gene 
also shows increased expression in colon carcinoma. The gene also shows a significant 
2 0 decrease in expression in breast carcinoma. 

Since tiie 14274 receptor protein is expressed in these tissues, cells participating 
in a 14274 receptor protein signaling pathway include, but are not limited to cells 
derived fi-om these tissues. 

Depending on the type of cell, the response mediated by the receptor protein 
may be different. For example, in some cells, binding of a ligand to the receptor protein 
may stimulate an activity such as release of compounds, gating of a channel, cellular 
adhesion, migration, differentiation, etc., Uirough phosphatidylinositol or cyclic AMP 
metabolism and nimover while in otiier cells, tiie binding of the ligand will produce a 
different result. Regardless of the cellular activity/response modulated by the receptor 
protein, it is universal tiiat tiie protein is a GPCR and interact witii G proteins to produce 
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one or .more secondary signals, in a variety of intracellular signal transduction pathways, 
e.g., through phosphatidylinositol or cyclic AMP metabolism and turnover, in a cell. 

As used herein, "phosphatidylinositol turnover and metabolism" refers to the . 
molecules involved in the turnover and metabolism of phosphatidylinositol 4,5- 
5 bisphosphate (PIP2) as well as to the activities of these molecules. PIP2 is a 
phospholipid found in the cytosolic leaflet of the plasma membrane. Binding of ligand 
to the receptor activates, in some cells, the plasma-membrane enzyme phospholipase C 
that in turn can hydrolyze PIP2 to produce 1,2-diacylglycerol (DAG) and inositol 1,4,5- 
triphosphate (IP3). Once formed IP3 cari. diffuse to the endoplasmic reticulum surface 
10 where it can bind an IP3 receptor, e.g., a calcium channel protein containing an IP3 
binding site. IP3 binding can induce opening of the channel, allowing calcium ions to be 
released into the cytoplasm. IP3 can also be phosphorylated by a specific kinase to form 
inositol 1,3,4,5-tetraphosphate (IP4), a molecule which can cause calcium entry into the 

cytoplasm from the extracellular medium. IP3 and IP4 can subsequently be hydrolyzed 

15 very rapidly to the inactive products inositol 1 ,4-biphosphate (IP2) and inositol 1,3,4- 
triphosphate, respectively. These inactive products can be recycled by the cell to 
synthesize PIP2. The other second messenger produced by the hydrolysis of PIP2, 
namely 1,2-diacylglycerol (DAG), remains in the cell membrane where it can serve to 
activate the enzyme protein kinase C. Protein kinase C is usually found soluble in the 
20 cytoplasm of the cell, but upon an increase in the intracellular calcium concentration, 
this enzyme can move to the plasma membrane where it can be activated by DAG. The 
activation of protein kinase C in different cells results in various cellular responses such 
as the phosphorylation of glycogen synthase, or the phosphorylation of various 
transcription factors, e.g., NF-kB. The language "phosphatidylinositol activity", as used 
' 2 5 - herein, refers to an activity of PIPj or one of its metabolites. 
■z'^..^ -^r.-. signalirfg pathway the receptor may participate in is the cAMP turnover 
. pathway. . As. used herein, "cyclic AMP "turnover and metabolism" refers to the 
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molecules involved in the turnover and metabolism of cyclic AMP (cAMP) as well as to 
• the activities of these molecules. Cyclic AMP is a second messenger produced in 
response to ligand induced stimulation of certain G protein coupled receptors. In the 
cAMP signaling pathway, binding of a ligand to a GPCR can lead to the activation of 
5 the enzyme adenyl cyclase, vAach catalyzes the synthesis of cAMP. The newly 
synthesized cAMP can in turn activate a cAMP-dependent protein kinase. This 
activated kinase can phosphorylate a voltage-gated potassium channel protein, or an 
associated protein, and lead to the inability of the potassium channel to open during an 
action potential. The inability of the potassium channel to open results m a decrease in 
10 the outward flow of potassium, which normally repolarizes the membrane of a neuron, 
leading to prolonged membrane depolarization. 

Polypeptides 

The invention is based on the discovery of a novel G-coupled protein recq)tor. 

15 Specifically, an expressed sequence tag (EST) was selected based on homology to G- 
protein-coupled receptor sequences. This EST was used to design primers based on 
sequences that it contains and used to identify a cDNA from a natural killer T-cell 
cDNA library. Positive clones were sequenced and the overlapping fragments were 
assembled. Analysis of tiie assembled sequence revealed that the cloned cDNA 

20 molecule encodes a G-protein coupled receptor showing a high homology score against 
the seven transmembrane segment ihodopsin superfamily, also with high homology to 
the EDG receptor femily. The 14274 receptor has been shown to have high homology 
with the EDG-1 femily of the EDG receptor family. Accordingly, its ligand is likely to 
be SIP. Highest homology was shown against the mouse EDG-1. The third 

25 intracellular loop, having a high degree of identity with other EDG-1 sequeiices, 
contains a stretch of 18 arginine-rich amino acids that appears unique to the 14274 
receptor. Similar identity is observed in the second intracellular domain. A motif of six 
amino acids (SLLAIA) is identified in this region. This six amino acid domain is 
conserved in adenosine AA2 and AA3 and melanocortin-5 receptors (human, mouse, 

30 rat, and dog) and is characterized by means of Prosite analysis to be a GPCR signature. 
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The invention thus relates to a novel GPCR haying the deduced amino acid 
sequence shown in Figure 1 (SEQ ID NO 1) or having the amino acid sequence encoded 
by the deposited cDN A, ATCC No. . 

The deposit will be maintained under the terms of the Budapest Treaty on the 
5 . Intemational Recognition of the Deposit of Microorganisms. The deposit is provided as 
a convenience to those of skill in the art and is not an admission that a deposit is 
required under 35 U.S.C. §112. The deposited sequence, as well as the polypeptide 
encoded by the sequence, is incorporated herein by reference and controls in the event of 
any conflict, such as a sequencing error, with description in this application. 
10 The "14274 receptor polypeptide" or "14274 receptor protein" refers to the 

polypeptide in SEQ ID NO 1 or encoded by the deposited cDNA. The term "receptor 
protein" or "receptor polypeptide", however, further includes the numerous variants 
described herein, as well as fragments derived from the full length 14274 polypeptide 
and variants. 

15 The present invention thus provides an isolated or purified 14274 receptor 

polypeptide and variants and fragments thereof, 
.^j .. V : The 14274 polypeptide is a 398 residue protein exhibiting three main structural 
domains. The amino terminal extracellular domain is identified to be within residues 1 
to about 39. in SEQ ID NO 1 . The region spanning the entire transmembrane domain is 

20 identified to be within residues from about 40 to about 308 in SEQ ID NO 1. Discrete 
transmembrane segments are estimated to be from about amino acid 40-62, 71-95, 1 14- 
131, 152-173, 192-213, 253-273, and 291-308. Accordingly, the six extracellular and 
intracellular loops correspond to about amino acids 63-70, 96-113, 132-151, 174-191, 
214-252, and 274-290. The carboxy terminal intracellular domain is identified to be 

25 within residues from about 309 to about 398 in SEQ ID NO 1. The transmembrane 
domain includes the invariant arginine of a GPCR signal transduction signature, ERS, at 
residues 132-134. 

The 14274 amino acid sequence showed approximately 35% identity with EDG- 
- - - 4, 35% identity with EDG-2, 46% identity v^th EDG-3, and 50% identity with EDG-1 . 
30 As used herein, a polypeptide is said to be "isolated" or "purified" when it is 
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substantially free of cellular material when it is isolated from recombinant and non- 
recombinant cells, or free of chemical precursors or other chemicals when it is 
chemically synthesized. A polypeptide, however, can be joined to another polypeptide 
with which it is not nomially associated in a cell and still be considered "isolated" or 
"purified" 

The receptor polypeptides can be purified to homogeneity. It is understood, 
however, that preparations in which the polypeptide is not purified to homogeneity are 
useful and considered to contain an isolated fomi of the polypeptide. The critical feature 
is that the preparation allows for the desired function of the polypeptide, even in the 
presence of considerable amounts of other components. Thus, the invention 
encompasses various degrees of purity. 

In one embodiment, the language "substantially free of cellular material" 
includes preparations of the receptor polypeptide having less than about 30% (by diy 
weight) other proteins (i.e., contaminating protein), less than about 20% other proteins, 
less than about 10% other proteins, or less than about 5% other proteins. When the 
receptor polypeptide is recombinantly produced, it can also be substantially free of 
culture medium, i.e., culture medium represents less than about 20%, less tiian about 
10%, or less than about 5% of the volume of tiie protein preparation. 

The language "substantially free of chemical precursor or other chemicals- 
includes preparations of the receptor polypeptide in which it is separated from chemical 
precursors or otiier chemicals that are involved in its synthesis. In one embodiment, the 
language "substantially free of chemical precursors or other chemicals" includes 
preparations of the polypeptide having less than about 30% (by dry weight) chemical 
precursors or other chemicals, less than about 20% chemical precursors or other 
chemicals, less than about 10% chemical precursors or other chemicals, or less than 
about 5% chemical precursors or other chemicals. 

In one embodiment, tiie receptor polypeptide comprises tiie amino acid sequence 
shown in SEQ ID NO 1. However, the invention also encompasses sequence variants. 
Variants include a substantially homologous protein encoded by the same genetic locus 
in an organism, i.e., an allelic variant Variants also encompass proteins derived from 
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other genetic loci in an organism, but having substantial homology to the 14274 receptor 
protein of SEQ ID NO 1 . Variants also include proteins substantially homologous to the 
14274 receptor protein but derived from another organism, i.e., an ortholog. Variants 
also include proteins that are substantially homologous to the 14274 receptor protein 

. .5 that are produced by chemical synthesis. Variants also, include proteins that are 

substantially homologous to the 14274 receptor protein that are produced by 
recombinant methods. 

As used . herein, two proteins (or a region of the proteins) are substantially 
homologous when the amino acid sequences are at least about 55-60%, typically at least 

10 about 70-75%, more typically at least about 80-85%, and most typically at least about 
90-95% or more homologous. A substantially homologous amino acid sequence, 
according to the present invention, will be encoded by a nucleic acid sequence 
hybridizing to the nucleic acid sequence, or portion thereof, of the sequence shown in 
SEQ ID NO 2 under stringent conditions as more fully described below. 

15 To determine the percent homology of two amino acid sequences, or of two 
nucleic acids," the sequences are aligned for optimal comparison puiposes (e.g., gaps can 

: : : be introduccd in the sequence of one protein or nucleic, acid for optimal alignment with 
the other protein or nucleic acid). The amino acid residues or nucleotides at 
corresponding amino acid positions or nucleotide positions are then compared. When a 

2 0 position in one sequence is occupied by the same amino acid residue or nucleotide as the 
corresponding position in the other sequence, then the molecules are homologous at that 
position. As used herein, amino acid or nucleic acid "homology" is equivalent to amino 
acid or nucleic acid "identity". The percent homology between the two sequences is a 
function of the number of identical positions shared by the sequences (i.e., per cent 

25 homology equals the number of identical positions/total number of positions times 1 00). 

The invention also encompasses polypeptides having a lower degree of identity 
but having sufficient similarity so as to perform one or more of the same functions 
performed by the 14274 polypeptide. Similarity is determined by conserved amino acid 
- ::-r~--^ --- - substitution.-^^ substitutions : are ^ those that: substitute , a . given amino acid in a 

30 . polypeptide by another amino acid of like characteristics. Conservative substitutions are 
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likely to be phenotypically silent. Typically seen as conservative substitutions are the 
replacements, one for another, among the aliphatic amino acids Ala, Val, Leu and He- 
interchange of the hydroxyl residues Ser and Thr, exchange of the acidic residues AsJ 
and Glu, substitution between the amide residues Asn and Gin, exchange of the basic 
residues Lys and Arg and replacements among the aromatic residues Phe Tyr. 
Guidance concerning which amino acid changes are likely to be phenotypically silent 
are found in Bowie et aL, Science 247: 1 306-1 3 10(1 990). 



TABLE 1 . Conseivative Amino Acid Substitutions. 



Aromatic 



Hydrophobic 



Polar 



Basic 



Acidic 



Small 



Phenylalanine 

Tryptophan 

Tyrosine 

Leucine 

Isoleucine 

Valine 

Glutamine 
Asparagine 

Arginine 

Lysine 

Histidine 

Aspartic Acid 
Glutamic Acid 

Alanine 

Serine 

Threonine 

Methionine 

Glycine 
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Both identity and similarity can be readily calculated {Computational Molecular 
Biology, Lesk, A.M., ed., Oxford University Press, New York, 1988; Biocomputing: 
Informatics and Genome Projects^ Smith, D.W., ed., Academic Press, New York, 1993; 
5 Computer Analysis of Sequence Data, Part /, Griffin, A.M., and Griffin, H.G., eds., 
Humana Press, New Jersey, 1 994; Sequence Analysis in Molecular Biology, von Heinje, 
G., Academic Press, 1987; and Sequence Analysis Primer, Gribskov, M. and Devereux, 
J., eds., M Stockton Press, New York, 1991). Preferred computer program methods to 
deteraiine identify and similarity between two sequences include, but are not limited to, 
10 GCG program package (Devereux, J., et al, Nucleic Acids Res. 12(iy3%l (1984)), 
BLASTP, BLASTN, FASTA (Atschul, S.R et al, J. Molec. Biol 275:403 (1990)). 

A variant polypeptide can differ in amino acid sequence by one or more 
substitutions, deletions, insertions, inversions, fusions, and truncations or a combination 
of any of these. 

15 Variant polypeptides can be fully functional or can lack function in one or more 

activities. Thus, in the present case, variations can affect the function, for example, of 
one or more of the regions corresponding to ligand binding, membrane association, G- 
protein binding and signal transduction. 

Fully functional variants typically contain only conservative variation or 
20 variation in non-critical residues or in non-critical regions. Functional variants can also 
contain substitution of similar amino acids which result in no change or an insignificant 
change in function. Alternatively, such substitutions may positively or negatively affect 
function to some degree. 

Non-functional variants typically contain one or more non-conservative amino 
25 acid substitutions, deletions, insertions, inversions, or truncation or a substitution, 
insertion, inversion, or deletion in a critical residue or critical region. 

As indicated, variants can be naturally-occurring or can be made by recombinant 
. or chernical synthesis to provide useful and novel characteristics for the receptor 
' ■ ;^ '"'pbljT>eptide;"^^'- T^ includes preventing imrhunogenicity from pharmaceutical 
- 30 - formulations by preventing protein aggregation. 
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Usefiil variations further include alteration of ligand binding characteristics. For 
example, one embodiment involves a variation at the binding site that results in binding 
but not release of ligand. A further useful variation at the same sites can result in a 
higher afiSnity for ligand. Useful variations also include changes that provide for 
5 affimty for another ligand. Another useful variation includes one that allows binding 
but which prevents activation by the ligand. Another useful variation includes variation 
in the transmembrane G-protein-binding/signal transduction domain that provides for 
miuced or increased binding by the appropriate G-protein or for binding by a different 
G-protein than the one with which the receptor is nomially associated. Another useful 
10 variation provides a fusion protein in which one or more domains or sub-regions is 
operationally fused to one or more domains or sub-regions from another G-protein 
coupled receptor. 

Amino acids that are essential for function can be identified by methods known 
in the art, such as . site-diiected mutagenesis or alanine-scanning mutagenesis 

IS (Cunningham e, al.. Science 2^^:1081-1085 (1989)). The latter procedure introduces 
single alanine mutations at every residue in the molecule. The resulting mutant 
molecules are then tested for biological activity such as receptor binding or in vitro or 
in vitro proliferative activity. Sites that are critical for ligand-receptor binding can Jlso 
be determined by structural analysis such as ciystallization, nuclear magnetic resonance 

20 or photoaffinity labeling (Smith et al, J. Mol. Biol. 22^:899-904 (1992); de Vos et al. 
Science 255:306-3 12(1 992)). 

The invention also includes polypeptide fragments of the 14274 receptor pmtein 
Fragments can be derived from the amino acid sequence shown in SEQ ID NO 1. 
However, the invention also encompasses fragments of the variants of the 14274 
2 5 receptor protein as described herein. 

As used herein, a fragment comprises at least 12 contiguous amino acids 
Fragments retain one or more of the biological activities of the protein, for example the 
ability to bind to a G-protein or ligand, as well as fragments that can be used as an 
inununogen to generate receptor antibodies. 
30 Biologically active fragments (peptides which are. for example. 12. 15, 20, 30, 
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35, 36, 37, 38, 39, 40, 50, 100 or more amino acids in length) can comprise a domain or 
motif, e.g., an extracellular or intracellular domain or loop, one or more transmembrane 
segments, G-protein binding site, or GPCR signature, glycosylation sites, protein kinase 
C phosphorylation sites, casein kinase II phosphorylation sites, and N-myristoylation 
5 . sites. 

Possible fragments include, but are not limited to: 1) soluble peptides 
comprising the amino terminal extracellular domain from about amino acid 1 to about 
amino acid 39 of SEQ ID NO 1; 2) peptides comprising the carboxy terminal 
intracellular domain from about amino acid 309 to about amino acid 398 of SEQ ID NO 

10 1; 3) peptides comprising the region spanning the entire transmembrane domain from 
about amino acid 40 to amino acid 308, or one or more of the seven transmembrane 
segments or the six extracellular or intracellular loops as described for Figure 1 , supra. 

The invention also provides fragments with immunogenic properties. These 
contain an epitope-bearing portion of the 14274 receptor protein and variants. These 

X5 epitope-bearing peptides are useful to raise antibodies that bind specifically to a receptor 
polypeptide or region or fragment. These peptides can contain at least 12, at least 14, or 
between at least about 15 to about 30 amino acids. - - 

Non-limiting examples of antigenic polypeptides that can be used to generate 
antibodies include peptides derived from the amino terminal extracellular domain or any 

20 of the extracellular loops. Regions having a high antigenicity index are shown in Figure 
3. 

The epitope-bearing receptor and polypeptides may be produced by any 
conventional means (Houghten, R.A., Proc, Natl Acad Sci. USA 52:5131-5135 
(1985)). Simultaneous multiple peptide synthesis is described in U.S. Patent No. 
25 4,631,21.1. 

Fragments can be discrete (not fused to other amino acids or polyjDcptides) or 
can be within a larger polypeptide. Further, several fragments can be comprised within 
a single larger polypeptide. In one embodiment a fragment designed for expression in a 
-. -v :- hosr can have heterologous pre- and pro-polypeptide regions fused to the amino 
30 temiinus of the receptor fragment and an additional region fused to the carboxyl 
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teiminus of the fiagrnait 

The invention thus provides chimeric or fusion proteins. These comprise a 
receptor protein operatively linked to a heterologous protein having an amino acid 
sequence not substantially homologous to the receptor protein. "Operatively linked" 
indicates that the receptor protein and the heterologous protein are fiised in-frame. The 
heterologous protein can be fused to the N-terminus or C-terminus of the receptor 
protein. 

In one embodiment the fusion protein does not affect receptor function ;7er se. 
For example, the fusion protein can be a GST-fusion protein in which the receptor 
sequences are fused to the C-terminus of the GST sequences. Other types of fusion 
proteins include, but ar^ not limited to, enzymatic fusion proteins, for example beta- 
galactosidase fiisions, yeast two-hybrid GAL fusions, poIy-His fusions and Ig fusions. 
Such fusion proteins, particularly poly-His fusions, can facilitate the purification of 
recombinant receptor protein. In certain host cells (e.g., mammalian host cells), 
expression and/or secretion of a protein can be increased by using a heterologous signal 
sequence. Therefore, in another embodiment, tiie fusion protein contains a heterologous 
signal sequence at its N-terminus. 

EP-A-0 464 533 discloses fusion proteins comprising various portions of 
immunoglobin constant regions. The Fc is useful in therapy and diagnosis and thus 
results, for example, in improved pharmacokinetic properties (EP-A 0232 262). In drug 
discoveo', for example, human proteins have been fused witii Fc portions for the 
purpose of high-throughput screening assays to identify antagonists. Bennett et aL, 
Journal of Molecular Recognitior, 8:52-5% (1995) and Johanson et aL, The Jourrud of 
Biological Chemisny270.16M59-9All (1995). Thus, tiiis invention also encompasses 
soluble fusion proteins containing a receptor polypeptide and various portions of tiie 
constant regions of heavy or light chains of immunoglobulins of various subclass GgG, 
IgM, IgA, IgE). Prefeired as immunoglobulin is tiie constant part of the heavy chain of 
human IgG. particularly IgGl, where fusion takes place at the hinge region. For some 
uses it is desirable to remove tiie Fc after the fusion protein has been used for its 
intended purpose, for example when die fiision protein is to be used as antigen for 
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immunizations. In a particular embodiment, the Fc part can be removed in a simple way 
by a cleavage sequence which is also incorporated and can be cleaved v/ith factor Xa. 

A chimeric or fusion protein can be produced by standard recombinant DNA 
techniques. For example, DNA fragments coding for the different protein sequences are 

. 5 ligated together in-frame in accordance with conventional techniques. In another 
embodiment, the fusion gene can be synthesized by conventional techniques including 
automated DNA synthesizers. Alternatively, PGR amplification of gene fragments can 
be carried out using anchor primers which give rise to complementary overhangs 
between two consecutive gene fragments which can subsequently be annealed and re- 

10 amplified to generate a chimeric gene sequence (see Ausubel et al,^ Current Protocols in 
Molecular Biology, 1992). Moreover, many expression vectors are commercially 
available that already encode a fusion moiety (e.g., a GST protein). A receptor protein- 
encoding nucleic acid can be cloned into such an expression vector such that the fusion 
moiety is linked in-frame to the receptor protein. 
. 15. _ „ , . Another fomi of fusion protein is one that directly af^^ 

Accordingly, a receptor polypeptide encompassed by the present invention in which one 
or more of the receptor domains (or parts thereof) has been replaced by homologous 
domains (or parts thereof) from another G-protein coupled receptor or other type of 
receptor. Accordingly, various permutations are possible. The amino terminal 

20 extracellular domain, or subregion thereof, (for example, ligand-binding) may be 
replaced with the domain or subregion from another ligand-binding receptor protein. 
Altematively, the region spanning the entire transmembrane domain or any of the seven 
segments or loops, for example, G-protein-binding/signal transduction, may be replaced. 
Finally, the carboxy terminal intracellidar domain or sub-region may be replaced. 

25 Thus, chimeric receptors can be formed in which one or more of the native domains or 
subregions has been replaced. - ... 
- • : - :The isolated receptor protein can be purified from cells that naturally express it, 

such as shown in Figures 8 and 9, such as from CD34' bone marrow cells, peripheral 

blood cells, such as CD3 and CDS T-cells, brain, spleen, lung, lung carcinoma, colon 

30 carcinoma, and placenta, purified from cells that have been altered to express it 
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(recombinant), or synthesized using known protein synthesis methods. 

In one embodiment, the protein is produced by recombinant DNA techniques. 
For example, a nucleic acid molecule encoding the receptor polypeptide is cloned into 
an expression vector, the expression vector introduced into a host cell and the protein 
5 expressed in the host cell. The protein can then be isolated from the cells by an 
appropriate purification scheme using standard protein purification techniques. 

Polypeptides often contain amino acids other than the 20 amino acids commonly 
referred to as the 20 naturally-occurring amino acids. Further, many amino acids, 
including the terminal amino acids, may be modified by natural processes, such as 
10 processing and other post-translational modifications, or by chemical modification 
techniques well known in the art. Common modifications tfiat occur naturally in 
polypeptides are described in basic texts, detailed monographs, and the research 
literature, and they are well known to those of skill in the art. 

Accordingly, the polypeptides also encompass derivatives or analogs in which a 
15 substituted amino acid residue is not one encoded by the genetic code, in which a 
substituent group is included, in which the mature polypeptide is fused with another 
compound, such as a compound to increase the half-life of the polypeptide (for example, 
polyethylene glycol), or in which the additional amino acids are fiised to the mature 
polypeptide, such as a leader or secretory sequence or a sequence for purification of the 

2 0 mature polypeptide or a pro-protein sequence. 

Known modifications include, but are not limited to, acetylation, acylation, 
ADP-ribosylation, amidation, covalent attachment of flavin, covalent attachment of a 
heme moiety, covalent attachment of a nucleotide or nucleotide derivative, covalent 
attachment of a lipid or lipid derivative, covalent attachment of phosphotidylinositol, 
25 cross-linking, cyclization, disulfide bond formation, demethylation, fomiation of 
covalent crosslinks, fomiation of cystine, formation of pyroglutamate, formylation, 
gamma carboxylation, glycosylation, GPI anchor formation, hydroxylation, iodination, 
methylation, myristoylation, oxidation, proteolytic processing, phosphorylation, 
prenylation, racemization, selenoylation, sulfation, transfer-RNA mediated addition of 

3 0 amino acids to proteins such as arginylation, and ubiquitination. 
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Such modifications are well-known to those of skill in the art and have been 
described in great detail in the scientific literature. Several particularly common 
modifications, glycosylation, lipid attachment, sulfation, gamma-carboxylation of 
glutamic acid residues, hydroxylation and ADP-ribosylation, for instance, are described 
. 5 in most basic texts, such as Proteins - Structure and Molecular Properties^ 2nd Ed., T.E. 
Creighton, W. H. Freeman and Company, New York (1993), Many detailed reviews are 
available on this subject, such as by Wold, F., Posttranslational Covalent Modification 
of Proteins, B.C. Johnson, Ed., Academic Press, New York 1-12 (1983); Seifter et al, 
Meth Enzymol 182: 626-646 (1990) and Rattan et al, Ann. N.Y. Acad. Scl (565:48-62 
10 (1992). 

As is also well known, polypeptides are not always entirely linear. For instance, 
polypeptides may be branched as a result of ubiquitination, and they may be circular, 
with or without branching, generally as a result of post-translation events, including 
natural processing event and events brought about by human manipulation which do not 

15 occur naturally. Circular, branched and branched circular polypeptides may be 
synthesized by non-translational natural processes and by synthetic methods. 

- - Modifications can occur anywhere in a polypeptide, including the peptide 

backbone, the amino acid side-chains and the amino or carboxyl termini. Blockage of 
the amino or carboxyl group in a polypeptide, or both, by a covalent modification, is 

20 conunon in naturally-occurring and synthetic polypeptides. For instance, the amino 
terminal residue of polypeptides made in E. coli, prior to proteolytic processing, almost 
invariably will be N-formylmethionine. 

The modifications can be a function of how the protein is made. For 
recombinant polypeptides, for example, the modifications will be determined by the 

25 host cell posttranslational modification capacity and the modification signals in the 
polypeptide amino acid sequence. Accordingly, when glycosylation is desired, a 
polypeptide should be expressed in a glycosylating host, generally a eukaryotic cell. 
Insect cells often carry out the same posttranslational glycosylations as manunalian cells 
• "-^"* " -* and, for this reason, insect cell expression systems have been developed to efficiently 

30 express mammalian proteins having native patterns of glycosylation. Similar 
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considerations apply to other modifications. 

The same type of modification may be present in the same or varying degree at 
several sites in a given polypeptide. Also, a given polypeptide may contain more than 
one type of modification. 

Polypeptide uses 

The receptor polypeptides are usefiil for producing antibodies specific for the 
14274 receptor protein, regions, or fragments. Regions having a high antigenicity index 
are shown in Figure 3. 

The receptor polypeptides are also useful in drug screening assays, in cell-based 
or cell-free systems. Cell-based systems can be native i.e.., cells that normally express 
the receptor protein, as a biopsy or expanded in cell culture. In one embodiment 
however, cell-based assays involve recombinant host cells expressing the receptor 
protein. 

TTie polypeptides can be used to identify compounds that modulate receptor 
activity. Both 14274 protein and appropriate variants and fragments can be used in high 
throughput screens to assay candidate compounds for the ability to bind to the receptor 
These compounds can be further screened against a fimctional receptor to detemiine the 
effect of the compound on the receptor activity. Compounds can be identified that 
activate (agonist) or inactivate (antagonist) the receptor to a desired degree. 

The receptor polypeptides can be used to screen a compound for the ability to 
stimulate or inhibit interaction between the receptor protein and a target molecule that 
nomiallyinteractswiththereceptorprotein. The target can be ligand or a component of 
the signal pathway with which the receptor protein nomially interacts (for example, a G- 
piotein or other intemctor involved in cAMP or phosphatidylinositol turnover aLd/or 
adenylate cyclase, or phospholipase C activation). TT^e assay includes the steps of 
combining the receptor protein with a candidate compound under conditions that allow 
the receptor protein or fragment to interact with the target molecule, and to detect the 
fomiation of a complex between the protein and the target or to detect the biochemical 
consequence of the interaction with the receptor protein and the target, such as any of 
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the associated effects of signal transduction such as G-protein phosphorylation, cyclic 
AMP or phosphatidylinositol turnover, and adenylate cyclase or phospholipase C 
activation. 

Candidate compounds include, for example, 1) peptides such as soluble 
. 5 .. peptides, including Ig-tailed fusion peptides and members of random peptide libraries 
(see, e.g., Lam et al. Nature 55^:82-84 (1991); Houghteri et al. Nature 55^:84-86 
(1991)) and combinatorial chemistry-derived molecular libraries made of D- and/or L- 
configuration amino acids; 2) phiosphopeptides (e.g., members of random and partially 
degenerate, directed phosphopeptide libraries, see, e.g., Songyang et a/.. Cell 72\161- 
10 778 (1993)); 3) antibodies (e.g., polyclonal, monoclonal, humanized, anti-idiotypic, 

chimeric, and single chain antibodies as well as Fab, F(ab')2j Fab expression library 

fragments, and epitope-binding fragments of antibodies); and 4) small organic and 
inorganic molecules (e.g., molecules obtained from combinatorial and natural product 
libraries). 

15 Candidate , compounds , further include lysophospholipids, phospholipids, 

glycerophospholipids, sphingolipids, and lysosphingolipids. They can be related to 
natural ligands such as ceramide, sphingosine, SIP, LP A, cyclic LP A, cycosine, 
dihydrosphingosine, lysophosphatidyl-choline, lysophosphatidyl-ethanolamine, 
lysophosphatidyl serine, and lysosphingomyelin (sphingosyl-phosphorylcholine). 
20 One candidate compound is a soluble full-length receptor or fragment that 

competes for ligand binding. Other candidate compounds include mutant receptors or 
appropriate fragments containing mutations that affect receptor function and thus 
compete for ligand. Accordingly, a fragment that competes for ligand, for example with 
a higher affinity, or a fragment that binds ligand but does not allow release, is 
2 5 encompassed by the invention. 

The invention provides other end points to identify compounds that modulate 
. (stimulate or inhibit) receptor activity. The assays typically involve an assay of events 
: y. in the signal transduction pathway that indicate receptor activity. Thus, the expression 

of genes that are up- or down-regulated in response to the receptor protein dependent 
30 signal cascade can be assayed. In one embodiment, the regulatory region of such genes 
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can be opembly linked to a marker that is easily detectable, such as luciferase 
Alternatively, phosphorylation of the receptor protein, or a receptor protein tai^et, could 
also be measured 

Targets in signalling include any of the intennediates in Hpid-medialed GPCR 
transduction including adenyl cyclase, cAMP. receptor-G protein complex, G protein 
subunit disassociation, MAPK activation, activated Has. P13K,. activated tyrosine 
kinases, Rho-activated Ser/ITir kinases, and phosphoiylated MLC. 

Any of the biological or biochemical functions mediated by the receptor can be 
used as an endpoint assay. TT,ese include all of the biochemicals or 
biochemical^iological events described herein, in the references cited hei^in, 
mcorporated by reference for these end point assay targets, and other functions known to 
those of ordinaiy skill in the art. 

Binding and/or activating compounds can also be screened by usmg chimeric 
receptor proteins in which the amino temiinal extracellular domain or part thereof, the 
region spamung the entire transmembrane domain or subregions. such as any of the 
seven transmembrane segments or any of the intracellular or extracellular loops, and the 
carboxy tem^inal intracellular domain or part can be replaced by heterologous domains 
or parts thereof For example, a G-protein-binding region can be used that inteiacts with 
a different G-protem then that which is recognized by the native receptor. Accordingly 
a different set of signal transduction components is available as an end-point assay for 
activation. Alternatively, one or more of the transmembrane segments or loops can be 
replaced with one or more of the transmembrane segments or loops specific to a host 
ceU that is different fiom the host cell from which the amino terminal extracellular 
domam and/or the G-protein-binding region are derived. TOs allows for assays to be 
perfomied in other than the specific host cell from which the receptor is derived 
Alternatively, the amino temiinal extracellular domain or a part thereof and/or other 
hgand-binding regions could be replaced by a domain or part thereof and/or other 
hgand-binding regions binding a different ligand, thus, providing an assay for test 
compounds that interact with the heterologous amino temnnal extracellular domain (or 
region) but still cause signal transduction. FinaUy, activation can be detected by a 
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reporter gene containing an easily detectable coding region operably linked to a 
transcriptional regulatory sequence that is part of the native signal transduction pathway. 

The receptor polypeptides are also useful in competition binding assays in 
methods designed to discover compounds that interact with the receptor. Thus, a 

- . 5 - compound is . exposed; to a receptor polypeptide under conditions that allow the 

compound to bind or to otherwise interact with the polypeptide. Soluble receptor 
polypeptide is also added to the mixture. If the test compound interacts with the soluble 
receptor polypeptide, it decreases the amount of complex formed or activity from the 
receptor target. This type of assay is particularly useful in cases in which compounds 

10 are sought that interact with specific regions of the receptor. Thus, the soluble 
f>olypeptide that competes with the target receptor region is designed to contain peptide 
sequences corresponding to the region of interest. 

To perform cell free drug screening assays, it is desirable to immobilize either 
the receptor protein, or fragment, or its target molecule to facilitate separation of 

15 complexes from uncomplexed forms of one or both of the proteins, as well as to 
accommodate automation of the assay. 

.~r'-...-r'i—. ^ Tcchniqucs- for immobiliang proteins on matrices can be used in the drug 

screening assays. In one embodiment, a fiision protein can be provided which adds a 
domain that allows the protein to be bound to a matrix. For example, glutathione-S- 

20 transferase/14274 fiision proteins can be adsorbed onto glutathione sepharose beads 
(Sigma Chemical, St. Louis, MO) or glutathione derivatized microtitre plates, which are 
then combined with the cell lysates (e.g., ^^S-labeled) and the candidate compound, and 

the mixture incubated under conditions conducive to complex formation (e.g., at 
physiological conditions for salt and pH). Following incubation, the beads are washed 
25 to remove any unbound label, and the matrix inrunobilized and radiolabel determined 
directly, or in the supernatant after the complexes are dissociated. Alternatively, the 
. - - : complexes can be dissociated from the matrix, separated by SDS-PAGE, and the level 

— --of receptor-binding protein found in the bead fraction quantitated from the gel using 

standard electrophoretic techniques. For example, either the polypeptide or its target 
30 molecule can be immobilized utilizing conjugation of biotin and streptavidin using 
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con^lexas us.„, anybodies ^ve ..e ™.p,o. p„„i„ ^„ „ 

M„du,a,„. of ,^0. pro-ein activi,, Mcn«f,«, acc^^ „ ^ 
^.e™„g as^ys can be ^ ,0 . , ^ 

pa^wa,^ eels *a, ex^ ,«74 ^ p^, as sho™ i„ 

F and .ch as in b.i, ap,ee. ,^ CD34- b™. ^„ , 

blood ce Is, such as CDS and CDS T^^iic i . P«=npnerai 

and CDS T-celJs. lung and colon carcinoma, and breast 

rr^^ of p™«„ acdvi,, in a pha„nace«ica) «»nposi.ion as d«cnbed he J «> a 
subject m need Of such treatment. ran,ioa 

2*-. nonspec-Oc ac«e sp,e„i,s, co„ges.ive spe„o„eg.,, ^ ^^^^^ 
-P^ „ ano^aJie. and n,pn.. Di»n,e. associa-ed ^ splenon^, 
^ud .„^.„,o., sucb as nonspecific spleni,, infectio. n...„„c,eosis. „be^L 
W.o,d feve,, b^cellosis. c„ovi™s, syphiU. malaria. bis.op,asn,„sis 
.oxop,as.os.s, ^a-a^, ^o^, ^^^^ ■ 

^hnococcosi. congestive smes related ,o pa,«a, h,p„,^„^ ^ ^ ^ 
^e. PO.^ o, splenic vein d^^bosis. and canBac r^U^; ,^pb„ben,a,ogenoos 
d^*.. sud. as Hodgidn disease. non-Hodg,.^ i^pbon«s.en.e.ia. „«p,e 
"yelonta, .„e«ive disonfcts. hen,o,^o anemias, and Un..bocy,openic 
«nm„n„lcgic.inflan™.„ty c^^Uons. snch as rheumatoid anWUs and 
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systemic lupus erythematosus; storage diseases such as Gaucher disease, Niemarm-Pick 
disease, and mucopolysaccharidoses; and other conditions, such as amyloidosis, primary 
neoplasms and cysts, and secondary neoplasms. 

Disorders involving the lung include, but are not limited to, congenital 
5 anomalies; atelectasis; diseases of vascular origin, such as pulmonary congestion and 
edema, including hemodynamic pulmonary edema and edema caused by microvascular 
injury, adult respiratory distress syndrome (diffuse alveolar damage), pulmonary 
embolism, hemorrhage, and infarction, and pulmonary hypertension and vascular 
sclerosis; chronic obstructive pulmonary disease, such as emphysema, chronic 

10 bronchitis, bronchial asthma, and bronchiectasis; difilise interstitial (infiltrative, 
restrictive) diseases, such as pneumoconioses, sarcoidosis, idiopathic pulmonary 
fibrosis, desquamative interstitial pneumonitis, hypersensitivity pneumonitis, pulmonary 
eosinophilia (pulmonary infiltration with eosinophilia). Bronchiolitis obliterans- 
organizing pneumonia, diffuse pulmonary hemorrhage syndromes, including 

15 Goodpasture syndrome, idiopathic pulmonary hemosiderosis and other hemorrhagic 

syndromes, pulmonary involvement in collagen vascular disorders, and pulmonary 

: . alveolar proteinosis; complications of therapies, such, as drug-induced lung disease, 
radiation-induced lung disease, and lung transplantation; tumors, such as bronchogenic 
carcinoma, including paraneoplastic syndromes, bronchioloalveolar carcinoma, 

20 neuroendocrine tumors, such as bronchial carcinoid, miscellaneous tumors, and 
metastatic tumors; pathologies of the pleura, including inflammatory pleural effusions, 
noninflammatory pleural effusions, pneumothorax, and pleural turners, including 
solitary fibrous tumors (pleural fibrorha) and malignant mesothelioma. 

Disorders involving the colon include, but are not limited to, congenital 

25 anomalies, such as atresia and stenosis, Meckel diverticulum, congenital aganglionic 
megacolon-Hirschsprung disease; enterocolitis, such as diarrhea and dysentery, 
infectious enterocolitis, including viral gastroenteritis, bacterial enterocolitis, necrotizing 
enterocolitis, antibiotic-associated colitis (pseudomembranous colitis), and collagenous 
.. . w - . and lymphocytic colitis, miscellaneous intestinal inflammatory disorders, including 

30 parasites and protozoa, acquired inununodeficiency syndrome, transplantation, drug- 
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Cvc^on colMs; idiopaMc Mam„.«,^ b„^, j;,^ ^ ^^^^ ^.^^ ^ 
uicradvc „f *e colon, such . „on-„«,p,a^c polyp., adenoma.. 

te«l«l syn4on,«. colo^ ca>.i„ogc„«is. colorccW ca,ci„oma. and carcinoid 
tumors. 

DUordc involving Ac liver include, bu, a,. „o, ,i™i,ed u>. hepalic injury 
jaundice and choiesusis. such as bilinrbin and bile fonnato; hepadc Mure and' 
cnrhorfs. such as cinhosis. po^ hypertension, includhrg asc'tes. portosystenuc shun« 
and splenomegaly; infecdous disorders, such as viral hepadtis. including hepaUtis A-E 
.nfecion and tofecdon by ote hepauris vinrses. clinicopa*o,ogic syndromes, such as 
fte earner stare. asymp,on,a«c infecuon. acute vinj hepau,i3. ^ ^ ^^.^^^ ^ 
fulminant hepaflds; autoimmune hepatitis; dn«. and toxin-induced liver disease such 
as alcoholic Uver disease; inborn em., of metabolism and pedi«dc liver disease' such 
as h«n„ch,„matosis. Wilson disease, ay-antitrypsin deficiency, and neonatal he,«dtis- 
mtrahepatic biliary tract disease, such as secondary biliary cirrhosis, primary biliary 
cmhosrs. primary sclerosing cholangids. and anomalies of the biliary tree; dilatory 
d^rders. such as impaired blood flow int. the liver, including hepatic artery 
«»np.omise and portal vein obstruction and thrombosis, impaired blood flow through 
fte hver. mcTuding passive congesdon and centnlobular necrosis and peliosis hq^Us 
l^padc veto outflow obstruction, including hepatic vein thrombosis (Budd-Chiari' 
syndrome) and veno-occlusive disease; hepatic disease associated ™th p^gnancy such 
as preeclampsia and eclampsia, acute fatty liver of ptegnancy. and tot,ehq>atic 
cholestasis of ptegnancy; hepatic complicadons of otjan or bone manow 
uansplantadon. such as drug toxicity after bone manow transplantation, graft-versus- 
host dtsease and liver rejecdon, and nonimmunologic damage u> liver allografts; tumors 
and nmrorous conditions. s»* as nodular hypen,lasias. adenomas, and malignant 
tumors, mduding primary «rcmoma of the liver and metastatic tumots 

Disorders involving the bain indude. but are limited to, disotJets involving 
neurons, and disoniers involvtog glia. sud, as asttocytes, ohgodendrocytes, ependymal 
cells, and microglia; cen=bral edema, raised intracranial pressure and herniation, and 
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hydrocephalus; malfomiations and developmental diseases, such as neural tube defects, 
forebrain anomalies, posterior fossa anomalies, and syringomyelia and hydromyelia; 
perinatal brain injury; cerebrovascular diseases, such as those related to hypoxia, 
ischemia, and infarction, including hypotension, hypoperfusion, and low-flow states- 
5 ' global cerebral ischemia and focal cerebral ischemia-infarction from obstruction of 
local blood supply, intracranial hemorrhage, including intracerebral (intraparenchymal) 
hemorrhage, subarachnoid hemorrhage and ruptured berry aneurysms, and vascular 
malformations, hypertensive cerebrovascular disease, including lacunar infarcts, slit 
hemorrhages, and hypertensive encephalopathy; infections, such as acute meningitis, 

10 including acute pyogenic (bacterial) meningitis and acute aseptic (viral) meningitis, 
acute focal suppurative infections, including brain abscess, subdural empyema, and 
extradural abscess, chronic bacterial meningoencephalitis, including tuberculosis and 
mycobacterioses, neurosyphilis, and neuroborreliosis (Lyme disease), viral 
meningoencephalitis, including arthropod-bome (Arbo) viral encephalitis, Herpes 

15 simplex virus Type 1, Herpes simplex virus Type 2, Varicalla-zoster virus {Herpes 
2pj/er), cytomegalovirus, poliomyelitis, rabies, and human immunodeficiency virus 1, 
- including HIV-1 meningoencephalitis (subacute encephalitis), vacuolar myelopathy, 
AIDS-associated myopathy, peripheral neuropathy, and AIDS in children, progressive 
multifocal leukoencephalopathy, subacute sclerosing panencephalitis, fungal 

20 meningoencephalitis, other infectious diseases of the nervous system; transmissible 
spongiform encephalopathies (prion diseases); demyelinating diseases, including 
multiple sclerosis, multiple sclerosis variants, acute disseminated encephalomyelitis and 
acute necrotizing hemorrhagic encephalomyelitis, and other diseases with 
demyelination; degenerative diseases, such as degenerative diseases affecting the 

25 cerebral cortex, including Alzheimer disease and Pick disease, degenerative diseases of 
basal ganglia and brain stem, including Parkinsonism, idiopathic Parkinson disease 
(paralysis , agitans), progressive supranuclear palsy, corticobasal degenration, multiple 

; - systeni atrophy, including striatonigral degenration, Shy-Drager syndrome, and 
.^jj^^p^j^^^^g^^jlg^ atrophy, and Huntington disease; spinocerebellar degenerations, 
. 30 including spinocerebellar ataxias, including Friedreich ataxia, and ataxia-telangiectasia. 
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degenerative diseases affecting motor neurons, including, amyotrophic lateral sclerosis 
(motor neurx>n disease), bulbospinal atrophy (Kennedy syndn^me). and spinal muscular 
atrophy; inborn errors of metabolism, such as leukodystrophies, including Krabbe 
disease, metachromatic leukodystrophy, adrenoleukodystrophy, Pelizaeus-Merzbacher 
disease, and Canavan disease, mitochondrial encephalomyopathies, including Leigh 
disease and other mitochondrial encephalomyopathies; toxic and acquired metabolic 
diseases, including vitamin deficiencies such as thiamine (vitamin B.) deficiency and 
vitamm B, deficiency, neurologic sequelae of metabolic disturbances, including 
hypoglycemia, hyperglycemia, and hepatic encephatopathy. toxic disorders, including 
carbon monoxide, methanol, ethanol, and radiation, including combined methotrexate 
and radiation-induced injury; tumors, such as gliomas, including astrx,cytoma, including 
fibnllaiy (diffuse) astrocytoma and glioblastoma multifonne, pilocytic astrocytoma, 
pleomorphic xanthoastrocytoma, and brain stem glioma, oligodendroglioma, and 
ependymoma and related paraventricular mass lesions, neuronal tumors, poorly 
differentiated neoplasms, including medulloblastoma, other parenchymal tumors 
including primao' brain lymphoma, gemi cell tumors, and pineal parenchymal tumors' 
menmgromas, metastatic tumors, paraneoplastic syndromes, peripheral nerve sheath 
tumors, including schwannoma, neurofibroma, and malignant peripheral nerve sheath 
tumor (malignant schwannoma), and neurocutaneous syndromes (phakomatoses) 
including neurofibromotosis, including Type 1 neurofibromatosis (NFl) and TYPE 2 
neurofibromatosis (NF2), tuberous sclerosis, and Von Hippel-Lindau disease. 

Disorders involving T-cells include, but are not limited to, cell-mediated 
hypersensitivity, such as delayed type hypersensitivity and T^ell-mediated cytotoxicity 
and transplant rejection; autoimmune diseases, such as systemic lupus erythematosus' 
Sjogren syndrome, systemic sclerosis, inflammatory myopathies, mixed connective 
tissue disease, and polyarteritis nodosa and other vasculitides; immunologic deficiency 
syndromes, including but not limited to, primaiy immunodeficiencies, such as thymic 
hypoplasia, severe combined immunodeficiency diseases, and AIDS; leukopenia- 
reactive (inflammatory) proliferations of white cells, including but not limited to' 
leukocytosis, acute nonspecific lymphadenitis, and chronic nonspecific lymphadenitis- 
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neoplastic proliferations of white cells, including but not limited to lymphoid 
neoplasms, such as precursor T-cell neoplasms, such as acute lymphoblastic 
leukemia/lymphoma, peripheral T-cell and natural killer cell neoplasms that include 
peripheral T-cell lymphoma, unspecified, aduh T-cell leukemia/lymphoma, mycosis 
5 fiingoides and Sezary syndrome, and Hodgkin disease. 

Diseases of the skin, include but are not limited to, disorders of pigmentation 
and melanocytes, including but not limited to, vitiligo, freckle, melasma, lentigo, 
nevocellular ncNiis. dysplastic nevi, and malignant melanoma; benign epithelial tumors, 
including but noi limited to, seborrheic keratoses, acanthosis nigricans, fibroepithelial 

10 polyp, epithelial cyst, keratoacanthoma, and adnexal (appendage) tumors; premalignant 
and malignant epidermal tumors, including but not limited to, actinic keratosis, 
squamous cell carcinoma, basal cell carcinoma, and merkel cell carcinoma; tumors of 
the dermis, including but not limited to, benign fibrous histiocytoma, 
dermatofibrosarcoma protuberans, xanthomas, and dermal vascular tumors; tumors of 

15 cellular immigrants to the skin, including but not limited to, histiocytosis X, mycosis 
fiingoides (cutaneous T-cell lymphoma), and mastocytosis; disorders of epidermal 
- maturation, including but not limited to, ichthyosis; acute inflammatory dermatoses, 
including but not limited to, urticaria, acute eczematous dermatitis, and erythema 
multiforme; chronic inflammatory dermatoses, including but not limited to, psoriasis, 

20 lichen planus, and lupus erythematosus; blistering (bullous) diseases, including but not 
limited to, pemphigus, bullous pemphigoid, dermatitis herpetiformis, and 
noninflammatory blistering diseases: epidermolysis bullosa and porphyria; disorders of 
epidermal appendages, including but not limited to, acne vulgaris; panniculitis, 
including but not limited to, erythema nodosum and erythema induratum; and infection 

25 and infestation, such as vemicae, molluscum contagiosum, impetigo, superficial fungal 
infections, and arthropod bites, stings, and infestations. 

In normal bone marrow, the myelocytic series (polymorphoneuclear cells) make 

/ . vup approximately 60% of the cellular elements, and the erythrocytic series, 20-30%. 

, "Lymphocytes, monocytes," reticular cells, plasma cells and megakaryocytes together 

30 constitute 10-20%. Lymphocytes make up 5-15% of normal adult marrow. In the bone 
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manow, cell types are add mixed so that precursors of red blood cells (erythroblasts) 
macrophages (monoblasts), platelets (megakaryocytes), polymorphoneuclear leucocytes 
(myeloblasts), and lymphocytes (lymphoblasts) can be visible in one microscopic field 
In addition, stem cells exist for the different cell lineages, as well as a precursor stem 
5 cell for the committed progenitor cells of the different lineages. The various types of 
cells and stages of each would be known to the person of ordinao' skill in the art and are 
found, for example, on page 42 (Figure 2-8) of Immunolog,, Imunopatholosy and 
Immunity, Fifth Edition, Sell et al Simon and Schuster (1996). incorpomed by 
reference for its teaching of cell types found in the bone marrow. According the 
ao invention is directed to disorders arising from these cells. These disorders include but 
are not limited to the following: diseases involving hematopoeitic stem cells; committed 
lymphoid progenitor cells; lymphoid cells including B and T-cells; committed myeloid 
progenitors, including monocytes, granulocytes, and megakaryocytes; and committed 
«ythroid progenitors. These include but are not limited to the leukemias. including B- 
15 lymphoid leukemias. T-lymphoid leukemias. undifferentiated leukemias- 
en^oleukemia, megakaryoblastic leukemia, monocytic; [leukemias are encompassed 
with and without differentiation]; chronic and acute lymphoblastic leukemia, chronic 
and acute lymphocytic leukemia, chronic and acute myelogenous leukemia, lymphoma, 
myelo dysplastic syndrome, chronic and acute myeloid leukemia, myelomonocytic 
20 leukemia; chronic and acute myeloblastic leukemia, chronic and acute myelogenous 
leukemia, chronic and acute promyelocytic leukemia, chronic and acute myelocytic 
leukemia, hematologic malignancies of monocyte-macrophage lineage, such as juvenile 
chronic myelogenous leukemia; secondary AML, antecedent hematological disorder, 
refractory anemia; aplastic anemia; reactive cutaneous angioendotheliomatosis- 
^5 fibrosing disorders involving altered expression in dendritic cells, disorders including 
systemic sclerosis, E-M syndrome, epidemic toxic oil syndrome, eosinophilic fasciitis 
localized fom« of scleroderma, keloid, and fibrosing colonopathy; angiomatoid 
mahgnant fibrous histiocytoma; carcinoma, including primary head and neck squamous 
cell carcinoma; sarcoma, including kaposi's sarcoma; fibroadanoma and phyllodes 
0 tumors, including mammary fibroadenoma; stromal tumors; phyllodes tumors 
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including histiocytoma; erythroblastosis; neurofibromatosis; diseases of the vascular 
endothelium; demyelinating, particularly in old lesions; gliosis, vasogenic edema, 
vascular disease, Alzheimer's and Parkinson's disease; T-cell lymphomas; B-cell 
lymphomas. 

. 5 Disorders involving the heart, include but are not limited to, heart failure, 

including but not limited to, cardiac hypertrophy, left-sided heart failure, and right-sided 
heart failure; ischemic heart disease, including but not limited to angina pectoris, 
myocardisil infarction, chronic ischemic heart disease, and sudden cardiac death; 
hypertensive heart disease, including but not limited to, systemic (left-sided) 

10 hypertensive heart disease and pulmonary (right-sided) hypertensive heart disease; 
valvular heart disease, including but not limited to, valvular degeneration caused by 
calcification, such as calcific aortic stenosis, calcification of a congenitally bicuspid 
aortic valve, and mitral annular calcification, and myxomatous degeneration of the 
mitral valve (mitral valve prolapse), rheumatic fever and rheumatic heart disease, 

15 infective endocarditis, and noninfected vegetations, such as nonbacterial thrombotic 
endocarditis and endocarditis of systemic lupus erythematosus (Libman-Sacks disease), 

* - carcinoid heart disease, and complications of artificial valves; myocardial disease, 

including but not limited to dilated cardiomyopathy, hypertrophic cardiomyopathy, 
restrictive cardiomyopathy, and myocarditis; pericardial disease, including but not 

20 limited to, pericardial effusion and hemopericardium and pericarditis, including acute 
pericarditis and healed pericarditis, and rheumatoid heart disease; neoplastic heart 
disease, including but not limited to, primary cardiac tumors, such as myxoma, lipoma, 
papillary fibroelastoma, rhabdomyoma, and sarcoma, and cardiac effects of noncardiac 
neoplasms; congenital heart disease, including but not limited to, left-to-right shunts— 

25 late cyanosis, such as atrial septal defect, ventricular septal defect, patent ductus 
arteriosus, and atrioventricular septal defect, right-to-left shunts— early cyanosis, such as 
tetralogy of fallot, transposition of great arteries, truncus arteriosus, tricuspid atresia, and 
_ total anomalous pulmonary venous connection, obstructive congenital anomalies, such 
• - - as coarctation of aorta, pulmonary stenosis and atresia, and aortic stenosis and atresia, 
30 and disorders involving cardiac transplantation. 
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Disorders involving blood vessels include, but are not limited to. responses of 
vascular cell walls to injury, such as endothelial dysfunction and endothelial activaUon 
and intimal thickening; vascular diseases including, but not limited to. congenital 
anomalies, such as arteriovenous fistula, atherosclerosis, and hypertensive vascular 
disease, such as hypertension; inflammatory disease-the vasculitides, such as giant cell 
(temporal) arteritis, Takayasu arteritis, polyarteritis nodosa (classic), Kawasaki 
syndrome (mucocutaneous lymph node syndrome), microscopic polyanglitis 
(microscopic polyarteritis, hypersensitivity or leukocytoclastic angiitis). Wegener 
granulomatosis, thromboangiitis obliterans (Buerger disease), vasculitis associated with 
other disorders, and infectious arteritis; Raynaud disease; aneurysms and dissection, 
such as abdominal aortic aneurysms, syphilitic (luetic) aneurysms, and aortic dissection 
(dissecting hematoma); disorders of veins and lymphatics, such as varicose veins, 
tiuombophlebitis and phlebothiombosis, obstniction of superior vena cava (superior 
vena cava syndrome), obstniction of inferior vena cava (inferior vena cava syndrome), 
and lymphangitis and lymphedema; nimors, including benign tumors and tumor-like 
conditions, such as hemangioma, lymphangioma, glomus tumor (glomangioma), 
vascular ectasias, and bacillaiy angiomatosis, and intermediate-grade (borderiine low- 
grade malignant) tumors, such as Kaposi sarcoma and hemangioendothelioma, and 
malignant tumors, such as angiosarcoma and hemangiopericytoma; and patiiology of 
therapeutic inten/entions in vascular disease, such as balloon angioplasty and related 
techniques and vascular replacement, such as coronary artery bypass graft surgery. 

Disorders involving the thymus include developmental disorders, such as 
DiGeorge syndrome vnth tiiymic hypoplasia or aplasia; thymic cysts; thymic 
hypoplasia, which involves die appearance of lymphoid follicles within die thymus, 
creating tiiymic follicular hyperplasia; and tiiymomas, including genn cell tumors, 
lynphomas, Hodgkin disease, and can:inoids. Thymomas can include benign or 
encapsulated tiiymoma, and malignant tiiymoma Type I (invasive tiiymoma) or Type II, 
designated thymic carcinoma 

Disorders involving B^^ells include, but are not limited to precursor B-cell 
neoplasms, such as lymphoblastic leukemia/Iymphoma. Peripheral B-cell neoplasms 
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include, but are not limited to, chronic lymphocytic leukemia/small lymphocytic 
lymphoma, follicular lymphoma, diffuse large B-cell lymphoma, Burkitt lymphoma, 
plasma cell neoplasms, multiple myeloma, and related entities, lymphoplasmacytic 
lymphoma (Waldenstrom macroglobulinemia), mantle cell lymphoma, marginal zone 
.5 lymphoma (MALToma), and hairy cell leukemia. 

Disorders involving the kidney include, but are not limited to, congenital 

anomalies including, but not limited to, cystic diseases of the kidney, that include but 
are not limited to, cystic renal dysplasia, autosomal dominant (adult) polycystic kidney 
disease, autosomal recessive (childhood) polycystic kidney disease, and cystic diseases 

10 of renal medulla, which include, but are not limited to, medullary sponge kidney, and 
nephronophthisis-uremic medullary cystic disease complex, acquired (dialysis- 
associated) cystic disease, such as simple cysts; glomerular diseases including 
pathologies of glomerular injury that include, but are not limited to, in situ immune 
complex deposition, that includes, but is not limited to, anti-GBM nephritis, Heymann 

3.5 nephritis, and antibodies against planted antigens, circulating immune complex 
nephritis, antibodies to glomerular cells, cell-mediated immunity in glomerulonephritis, 
activation -of alternative complement pathway, epithelial cell injury, and pathologies 
involving mediators of glomerular injury including cellular and soluble mediators, acute 
glomerulonephritis, such as acute proliferative (poststreptococcal, postinfectious) 

20 glomerulonephritis, including but not limited to, poststreptococcal glomerulonephritis 
and nonstreptococcal acute glomerulonephritis, rapidly progressive (crescentic) 
glomerulonephritis, nephrotic syndrome, membranous glomerulonephritis (membranous 
nephropathy), minimal change disease (lipoid nephrosis), focal segmental 
glomerulosclerosis, membranoproliferative glomerulonephritis, IgA nephropathy 

25 (Berger disease), focal proliferative and necrotizing glomerulonephritis (focal 
glomerulonephritis), hereditary nephritis, including but not limited to, Alport syndrome 
and thin membrane disease (benign familial hematuria), chronic glomerulonephritis, 
glomerular lesions associated with systemic disease, including but not limited to, 
- ' systemic ' lupus erythematosus, Henoch-Schonlein " purpura, bacterial endocarditis, 

30 diabetic glomerulosclerosis, .. amyloidosis,. ...fibrillary and immunotactoid 
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glomerulonephritis, and other systemic disorder; diseases affecting tubules and 
interstitium, including acute tubular necrosis and tubulointerstitial nephritis, including 
but not limited to, pyelonephritis and urinary tract infection, acute pyelonephritis, 
chronic pyelonephritis and reflux nephropathy, and tubulointerstitial nephritis induced 
by drugs and toxins, including but not limited to, acute drug-induced intersUtial 
nephritis, analgesic abuse nephropathy, nephropathy associated with nonsteroidal anti- 
inflammatory drugs, and other tubulointerstitial diseases including, but not limited to, 
urate nephropathy, hypercalcemia and nephrocalcinosis, and multiple myeloma; 
diseases of blood vessels including bem'gn nephrosclerosis, malignant hypertension and 
accelerated nephrosclerosis, renal artery stenosis, and thrombotic microangiopathies 
including, but not limited to, classic (childhood) hemolytic-uremic s>'ndrome, aduh 
hemolyticuremic syndrome/thrombotic thrombocytopenic purpura, idiopathic 
HUSmr, and other vascular disorders including, but not limited to, atherosclerotic 
ischemic renal disease, atheroembolic renal disease, sickle cell disease nephropathy, 
diffuse cortical necrosis, and renal infarcts; urinary tract obstruction (obstmctive 
uropathy); urolithiasis (renal calculi, stones); and tumors of the kidney including, but 
not limited to. benign tumors, such as renal papillary adenoma, renal fibroma or 
hamartoma (renomedullary interstitial cell tumor), angiomyolipoma, and oncocytoma, 
and malignant tumors, including renal cell carcinoma (hypernephroma, adenocarcinoma 
of kidney), which includes urothelial carcinomas of renal pelvis. 

Disorders of the breast include, but are not limited to, disorders of development; 
inflammations, including but not limited to, acute mastitis, periductal mastitis, 
periductal mastitis (recun-ent subareolar abscess, squamous metaplasia of lactiferous 
- ducts), mammary duct ectasia, fat necrosis, granulomatous mastitis, and pathologies 
associated with silicone breast implants; fibrocystic changes; proliferative breast disease 
including, but not limited to, epithelial hyperplasia, sclerosing adenosis, and small duct 
papillomas; tumors including, but not limited to. stromal tumors such as fibroadenoma, 
phyllodes tumor, and sarcomas, and epithelial tumors such as large duct papilloma; 
carcinoma of the breast including in situ (noninvasive) carcinoma that includes ductal 
carcinoma in situ (including Paget's disease) and lobular carcinoma in situ, and invasive 
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(infiltrating) carcinoma including, but not limited to, invasive ductal carcinoma, no 
special type, invasive lobular carcinoma, medullary carcinoma, colloid (mucinous) 
carcinoma, tubular carcinoma, and invasive papillary carcinoma, and miscellaneous 
malignant neoplasms. 

5 Disorders in the male breast include, but are not limited to, gynecomastia and 

carcinoma. 

Disorders involving the prostate include, but are not limited to, inflammations, 
benign enlargement, for example, nodular hyperplasia (benign prostatic hypertrophy or 
hyperplasia), and tumors such as carcinoma. 
10 Preferred disorders for treatment arid diagnosis (below) include those of or 

involving brain, lung, bone marrow, and more specifically, CD34" cells, CDS T-cells, 
spleen, and nonactivated lymphocytes, preferably, CD3 T-cells. Particularly preferred 
disorders for treatment and diagnosis include breast, lung, and colon carcinoma and 
particularly, lung squamous cell carcinoma and colon carcinoma. In view of expression 
15 in nonactivated lymphocytes, more specifically, CD3 T-cells, preferred disorders 
include CNS disorders and render the composition and methods of the invention 
particularly useful in treating inflammation. 

The receptor polypeptides also are useful to provide a target for diagnosing a 
disease or predisposition to disease mediated by the receptor protein, involving the 
20 tissues and cells as disclosed herein, with regards to treatment. Accordingly, methods 
are provided for detecting the presence, or levels of, the receptor protein in a cell, tissue, 
or organism. The method involves contacting a biological sample with a compound 
capable of interacting with the receptor protein such that the interaction can be detected. 
One agent for detecting receptor protein is an antibody capable of selectively 
25 binding to receptor protein. A biological sample includes tissues, cells and biological 
fluids isolated from a subject, as well as tissues, cells and fluids present within a subject 
The receptor protein also provides a target for diagnosing active disease, or 
• predisposition to disease, in a patient having a variant receptor protein. Thus, receptor 
protein can be isolated from a biological sample, assayed for the presence of a genetic 
30 mutation that results in aberrant receptor protein. This includes amino acid substitution. 
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deletion, insertion, rearrangement, (as the result of aberrant splicing events), and 
inappropriate post-translational modification. Analytic methods include altered 
electrophoretic mobility, altered tiyptic peptide digest, altered receptor activity in cell- 
based or cell-free assay, alteration in ligand or antibody-binding pattern, altered 
isoelectric point, direct amino acid sequencing, and any other of the known assay 
techniques useful for detecting mutations in a protein. 

In vitro techniques for detection of receptor protein include enzyme linked 
immunosorbent assays (ELISAs). Western blots, immunoprecipitations and 
immunofluorescence. Alternatively, the protein can be detected in vivo in a subject by 
introducing into the subject a labeled anti-receptor antibody. For example, the antibody 
can be labeled with a radioactive marker whose presence and location in a subject can be 
detected by standard imaging techniques. Particularly useful are methods which detect 
the allelic variant of a receptor protein expressed in a subject and methods which detect 
fragments of a receptor protein in a sample. 

The receptor polypeptides are also useful in pharmacogenomic analysis. 
Accordingly, genetic polymorphism may lead to allelic protein variants of the receptor 
protein in which one or more of the receptor functions in one population is different 
from those in another population. The polypeptides thus allow a target to ascertain a 
genetic predisposition that can affect treatment modality. Thus, in a ligand-based 
treatment, polymorphism may give rise to amino tenninal extracellular domains and/or 
other ligand-binding regions that are more or less active in ligand binding, and receptor 
activation. Accordingly, ligand dosage would necessarily be modified to maximize the 
therapeutic effect within a given population containing a polymorphism. As an 
alternative to genotyping, specific polymorphic polypeptides could be identified. 

The receptor polypeptides are also useful for monitoring therapeutic effects 
during clinical trials and other treatment. Thus, the therapeutic effectiveness of an agent 
that is designed to increase or decrease gene expression, protein levels or receptor 
activity can be monitored over the course of treatment using the receptor polypeptides as 
an end-point target. 

The receptor polypeptides are also useful for treating a receptor-associated 
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disorder. Accordingly, methods for treatment include the use of soluble receptor or 
fragments of the receptor protein that compete for ligand binding. These receptors or 
fragments can have a higher affinity for the ligand so as to provide effective 
competition. 

5 ■ ■ ■ 

Antibodies 

The invention also provides antibodies that selectively bind to the 14274 
receptor protein and its variants and fragments. An antibody is considered to selectively 
bind, even if it also binds to other proteins that are not substantially homologous with 

10 the receptor protein. These other proteins share homology wath a fragment or domain of 
the receptor protein. This conservation in specific regions gives rise to antibodies that 
bind to both proteins by virtue of the homologous sequence. In this case, it would be 
understood that antibody binding to the receptor protein is still selective. 

Antibodies can be polyclonal or monoclonal. An intact antibody, or a fragment 

15 thereof (e.g. Fab or F(ab02) can be used. 

Detection can be facilitated by coupling (i.e., physically linking) the antibody to 
a detectable substance: Examples of detectable substances include various enzymes, 
prosthetic groups, fluorescent materials, luminescent materials, bioluminescent 
materials, and radioactive materials. Examples of suitable enzymes include horseradish 

20 peroxidase, alkaline phosphatase, a-galactosidase, or acetylcholinesterase; examples of 
suitable prosthetic group complexes include streptavidin/biotin and avidin^iotin; 
examples of suitable fluorescent materials include umbelliferone, fluorescein, 
fluorescein isothiocyanate, rhodamine, dichlorotriazinylamine fluorescein, dansyl 
chloride or phycoerythrin; an example of a luminescent material includes luminol; 

25 examples of bioluminescent materials include luciferase, luciferin, and aequorin, and 

examples of suitable radioactive material include '^^I, '^^I, ^^S or "^H. 

To generate antibodies, an isolated receptor polypeptide is used as an 

' immunogen to generate antibodies using standard techniques for polyclonal and 
monoclonal antibody preparation. Either the full-length protein or antigenic peptide 
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fiagment can be used. Figure 3 shows regions having a high antigenicity index 
Preferably, antibodies are prepared against these fiagments. An antigenic fragment will 
typically comprise at least 12 contiguous amino acid residues. T^e antigenic peptide 
can comprise, however, at least 14 amino acid residues, at least 15 amino acid residues 
at least 20 amino acid residues, or at least 30 amino acid residues. In one embodiment.' 
fragments correspond to regions that, are located on the surface of the protein, e.g.. 
hydrophilic regions. 

An appropriate immunogenic preparation can be derived from native, 
recombinantly expressed, protein or chemically synthesized peptides. 



Antibody Uses 

The antibodies can be used to isolate a receptor protein by standard techniques, 
such as aflfmity chromatography or immunoprecipitation. The antibodies can facilitate 
the purification of the natural receptor protem from cells and recombinantly produced 
15 receptor protein expressed in host cells. 

The antibodies are useful to detect the presence of receptor protein in cells or 
Ussues to detemrine the pattern of expression of the receptor among various tissues in an 
organism and over the course of nonnal development. 

The antibodies can be used to detect receptor protein in situ, in vitro, or in a cell 
20 lysate or supematant in order to evaluate the abundance and pattern of expression. 

The antibodies can be used to assess abnormal tissue distribution or abnomial 
expression during development. 

Antibody detection of circulating fragments of the M\ length receptor protein 
can be used to identify receptor turnover. 

15 Further, the antibodies can be used to assess receptor expression in disease states 

such as in active stages of the disease or in an individual with a predisposition toward 
disease related to .receptor function. When a disorder is caused by an inappropriate 
Ussue distribution, developmental expression, or level of expression of the receptor 
protein,.the antibody can be prepared against the nomial receptor protein. If a disorder 

0 IS characterized by a specific mutation in the receptor protein, antibodies specific for this 
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mutant protein can be used to assay for the presence of the specific mutant receptor 
protein. 

The antibodies can also be used to assess normal and abenrant subcellular 
localization of cells in the various tissues in an organism. Antibodies can be developed 
against the whole receptor or portions of the receptor, for example, portions of the 
amino terminal extracellular domain or extracellular loops. 

The diagnostic uses can be applied, not only in genetic testing, but also in 
monitoring a treatment modality. Accordingly, where treatment is ultimately aimed at 
correcting receptor expression level or the presence of aberrant receptors and aberrant 
tissue distribution or developmental expression, antibodies directed against the receptor 
or relevant fragments can be used to monitor therapeutic efficacy. 

Additionally, antibodies are useful in pharmocogenomic analysis. 
Pham^acogenomics deal with clinically significant hereditary variations in the response 
to drugs due to altered drug disposition and abnormal action in affected persons. See, 
e.g., Eichelbaum, M. (1996) Clin. Exp. Pharmacol. Physiol 23(10-1 1):983-985 and 
Under, M.W. (1997) Clin. Chem. 43(2):254-266. The clinical outcomes of these 
variations result in severe toxicity of therapeutic drugs in certain individuals or 
therapeutic failure of drugs in certain individuals as a result of individual variation in 
metabolism. Thus, the genotype of the individual can determine the way a therapeutic 
compound acts on the body or the way the body metabolizes the compound. Further, 
the activity of drug metabolizing enzymes effects both the intensity and duration of drug 
action. Thus, the pharmacogenomics of the individual permit the selection of effective 
compounds and effective dosages of such compounds for prophylactic or therapeutic 
treatment based on the individual's genotype. The discovery of genetic polymorphisms 
in some drug metabolizing enzymes has explained why some patients do not obtain the 
expected drug effects, show an exaggerated drug effect, or experience serious toxicity 
from standard drug dosages. Polymorphisms can be expressed in the phenotype of the 
extensive metabolizer and the phenotype of the poor metabolizer. Thus, antibodies 
prepared against polymorphic receptor proteins can be used to identify individuals that 
) require modified treatment modalities. 
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TTie antibodies aie also useful as diagnostic tools as an immunological marker 
for aberrant receptor protein analy2ed by electrophoretic mobility, isoelectric point, 
tryptic pepude digest, and other physical assays known to those in the art. 

The antibodies are also useful for tissue typing. Thus, where a specific receptor 
protem has been correlated with expression in a specific tissue, antibodies that are 
specific for this receptor protein can be used to identify a tissue type. 

The antibodies are also usefiil in forensic identification. Accordingly where an 
mdwidual has been correlated with a specific genetic polymorphism resulting in a 
specific polymorphic protein, an antibody specific for the polymorphic protein can be 
used as an aid in identification. 

The antibodies are also useful for inhibiting receptor fimction, for example 
blocking ligand binding. 

niese uses can also be applied in a therapeutic context in which treatment 
involves inhibiting receptor fimction. An antibody can be used, for example, to block 
hgand binding. Antibodies can be prepared against specific ftagments containing sites 
required for fimction or against intact receptor associated with a cell. The invention also 
encompasses kits for using antibodies to detect the presence of a receptor protein in a 
biological sample. The kit can comprise antibodies such as a labeled or labelable 
antibody and a compound or agent for detecting receptor protein in a biological sample- 
means for detem^ining the amount of receptor protein in the sample; and means for 
companng the amount of receptor protein in the sample with a standard. Hie compound 
or agent can be packaged in a suitable container. The kit can fimher comprise 
instmctions for using die kit to detect receptor pix)tein. 

Polynucleotides 

The nucleotide sequence in SEQ ID NO 2 was obtained by sequencing the 
deposited human fiill length cDNA. Accordingly, the sequence of the deposited clone is 
controlling as to any disaepancies between the two and any reference to the sequence of 
SEQ ID NO 2 includes reference to the sequence of the deposited cDNA. " " 

The specifically disclosed cDNA comprises the coding region, 5. and 3- 
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untranslated sequences (SEQ ID NO 2). In one embodiment, the receptor nucleic acid 
comprises only the coding region. 

The human 14274 receptor cDNA is approximately 1901 nucleotides in length 
and encodes a full length protein that is approximately 398 amino acid residues in 
5 length. The nucleic acid is expressed in the tissues shown in Figures 8 and 9, such as in 
brain, spleen, T-cells, lung, bone marrow, and lung and colon carcinoma. Structural 
analysis of the amino acid sequence of SEQ ID NO 1 is provided in Figure 3, a 
hydropathy plot. The figure shows the putative structure of the seven transmembrane 
segments, the amino terminal extracellular domain and the carboxy terminal 
10 intracellular domain. As used herein, the term "transmembrane segment" refers to a 
structural amino acid motif which includes a hydrophobic helix that spans the plasma 
membrane. The entire transmembrane domains spans amino acids from about 40 to 
about 308. Seven segments span the membrane and there are three intracellular and 
three extracellular loops in the domain as explained for Figure 1 . 
; 15 ; The invention provides isolated polynucleotides encoding a 14274 receptor 

protein. The term "14274 polynucleotide" or "14274 nucleic acid" refers to the 
sequence shown in SEQ ID NO 2 or in the deposited cDNA. The term "receptor 
polynucleotide" or "receptor nucleic acid" fiirther includes variants and fragments of the 
14274 polynucleotide. 

20 An "isolated" receptor nucleic acid is one that is separated from other nucleic 

acid present in the natural source of the receptor nucleic acid. Preferably, an "isolated" 
nucleic acid is free of sequences which naturally flank the nucleic acid (i.e., sequences 
located at the 5' and 3* ends of the nucleic acid) in the genomic DNA of the organism 
from which the nucleic acid is derived. However, there can be some flanking nucleotide 
25 sequences, for example up to about SKB. The important point is that the nucleic acid is 
isolated from flanking sequences such that it can be subjected to the specific 
• manipulations described herein such as recombinant expression, preparation of probes 
' ' and primers, and other uses specific to the receptor nucleic acid sequences. 

Moreover, an "isolated" nucleic acid molecule, such as a cDNA molecule, can 
30 be substantially free of other cellular material, or culture medium when produced by 
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recombinant techniques, or chemical precursors or other chemicals when chemically 
synthesized. However, the nucleic acid molecule can be fused to other coding or 
regulatoiy sequences and stUl be considered isolated. 

For example, recombmant DNA molecules contained in a vector are considered 
5 isolated. Further exan^ples of isolated DNA molecules include recombinant DNA 
molecules maintained in heterologous host cells or purified (partially or substantially) 
DNA molecules in solution. Isolated RNA molecules include in vivo or in vitro RNA 
transcripts of the isolated DNA molecules of the present invention. Isolated nucleic acid 
molecules according to the present invention further include such molecules produced 
10 synthetically. 

Th. receptor polynucleotides can encode the mature protein plus additional 
anuno or carboxyl-terminal amino acids, or amino acids interior to the mature 
polypeptide (^^^,en the mature fom. has more than one polypeptide chain, for instance) 
Such sequences may play a role in processing of a protein from precursor to a mature 
X5 form, facilitate pK,tein ticking, prolong or shorten protein half-life or facUitate 
manipulation of a protein for assay or production, among other things. As generally is 
the case in situ, the additional amino acids may be processed away from the mature 
protein by cellular enzymes. 

The receptor polynucleotides include, but are not limited to. the sequence 
20 encoding the mature polypeptide alone, the sequence encoding the mature polypeptide 
and additional coding sequences, such as a leader or secretoo' sequence (e.g., a pre-pro 
or pro-pmtein sequence), the sequence encoding the mature polypeptide, v^dth or ^^dthout 
the additional coding sequences, plus additional non-coding sequences, for example 
mtrons and non-codmg 5' and 3' sequences such as transcribed but non-ti^lated 
15 sequences that play a role in transcription, mRNA processing (including splicing and 
polyadenylation signals), ribosome binding and stability of mRNA In addition the 
polynucleotide may be fused to a marker sequence encoding, for example, a peptide that 
facilitates purification. 

Receptor polynucleotides can be in the fom. of RNA. such as mRNA. or in the 
0 form DNA, including cDNA and genomic DNA obtained by.cloning or prx)duced by 
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chemical synthetic techniques or by a combination thereof. The nucleic acid, especially 
DNA, can be double-stranded or single-stranded. Single-stranded nucleic acid can be 
the coding strand (sense strand) or the non-coding strand (anti-sense strand). 

One receptor nucleic acid comprises the nucleotide sequence shown in SEQ ID 
NO 2, corresponding to human natural killer T cell cDNA. 

The invention further provides variant receptor polynucleotides, and fragments 
thereof, tha.t differ from the nucleotide sequence shown in SEQ ID NO 2 due to 
degeneracy of the genetic code and thus encode the same protein as that encoded by the 
nucleotide sequence shown in SEQ ID NO 2. 

The invention also provides receptor nucleic acid molecules encoding the variant 
polypeptides described herein. Such polynucleotides may be naturally occurring, such 
as allelic variants (same locus), homologs (different locus), and orthologs (different 
organism), or may be constructed by recombinant DNA methods or by chemical 
synthesis. Such non-naturally occurring variants may be made by mutagenesis 
techniques, including those applied to polynucleotides, cells, or organisms. 
Accordingly, as discussed above, the variants can contain nucleotide substitutions, 
deletions, inversions and insertions. 

Variation can occur in either or both the coding and non-coding regions. The 
variations can produce both conservative and non-conservative amino acid substitutions. 

Orthologs, homologs, and allelic variants can be identified using methods well 
known in the art. These variants comprise a nucleotide sequence encoding a receptor 
that is at least about 55%, typically at least about 70-75%, more typically at least about 
80-85%, and most typically at least about 90-95% or more homologous to the 
nucleotide sequence shown in SEQ ID NO 2 or a fragment of this sequence. Such 
nucleic acid molecules can readily be identified as being able to hybridize imder 
stringent conditions, to the nucleotide sequence shown in SEQ ID NO 2 or a fragment of 
the sequence. It is understood that stringent hybridization does not indicate substantial 
^-v^-. homology where it is due to general homology, such as poly A sequences, or sequences 
0 common to all or most proteins, all GPCRs, all EDO receptors, or all EDG-1 receptors. 
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M^t^i^t. -hybridi^ under sWngem condidons" fa i„«„d«i ,o 
d^cnb. conditions fo, hybndizaUon and washing under which nucieodde sequences 
encod-ng a recepior a, leas. 55% homologous .o each o*er « ^ 
.0 each ote. The condMons can be such s«,uences a. leas, abou, 65% a, leas, 
ahou, m, 0, a, leas, abou, 75% or „o« homologous » each ofter .ypicall ^„ 
hyb„d,zed .0 each o*er. Such s«ng«„ condio„„s are known ,o ,hose stalled in ar. 

(1989). 6J.1-6.3.6. One example of srtngen, hybridization conditions are hybridization 
m 6X sodiun, chloride/sodium cih«e (SSQ a, abou. 45-C, followed by one or more 
^vashes h, Oa X SSC. 0,V. SDS a. 50^5^. m one embodiment an i..,ed recep.or 
™cl«e ae,d molecule U,a. hybridizes under srtngen. conditions .o ti,e sequence of SEQ 
ID NO 2 conesponds .o a namrally.,cc„Mng nucleic acid molecule. As used hcefa. a 
nati^ly-occuning" nucleic acid molecule refe. .o an RNA or DNA molecule having 
a nucleotide sequence to occurs in na«.« (e.g., encodes a natwal p^ttin) 

f --'i- P-vides polynucleotides ti«. comprise a fiagmen, of 

fte full length receptor polynucleotides. The fiagmen, can be single or double stianded 

andean comprise DNA or RNA. The fiagmen.canbederivedfomeiti,erti«codingor 

the non-coding sequence. 

I» one embodiment an isolated receptor nucleic acid is a, leas, 36 nucleotides in 
lengti, and hybridizes u«ier s«ngen, conditions «, ti,e nucleic acid molecule 
oompnsmg fte nucleotide sequence of SEQ ID NO 2. In oa,er embodiment d,e 
nucleic acid is a, leas, 40, 50, 100, 250 or 500 nucleotides in lengti, 

However, i, is „nde,s,ood to, a recepw fiagmen, includes any nucleic acid 
sequence tia, does no. include tile entire gene. 

Receptor nucleic acid fiagmenB include nucleic acid molecules encoding a 
polypeptide comprising fl« amino tonninal extiacellular domain including ami«, add 
res-dues fiom 1 to abou, 39, a polypeptide comprising ti,e .gi„n spanning entire 
.^smembmne domain (amino acid residues from abou, 40 ,o abou, 308). a.polypeptide 
composing ti,e carboxy ,enni„al intiacellular domain (amino acid .esidues fiom abou, 
309 to abou, 398). and a polypeptide encoding ti,e G-pm,ein receptor si^ (ERS or 
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surrounding amino acid residues from about 121 to about 137). Further fragments 
include the specific seven transmembrane segments as well as the six intracellular and 
extracellular loops. Where the location of the domains have been predicted by computer 
analysis, one of ordinary skill would appreciate that the amino acid residues constituting 
. . 5 these domains can vary depending on the criteria used to defme the domains. 

The invention also provides receptor nucleic acid fragments that encode epitope 
bearing regions of the receptor proteins described herein. 

The isolated receptor polynucleotide sequences, and especially fragments, are 
useful as DNA probes and primers. 

10 For example, the coding region of a receptor gene can be isolated using the 

known nucleotide sequence to synthesize an oligonucleotide probe. A labeled probe can 
then be used to screen a cDNA library, genomic DNA library, or mRNA to isolate 
nucleic acid corresponding to the coding region. Further, primers can be used in PCR 
reactions to clone specific regions of receptor genes. 

15 A probe/primer typically comprises substantially purified oligonucleotide. The 

oligonucleotide typically comprises a region of nucleotide sequence that hybridizes 
under stringent conditions to at least about 12, typically about 25, more typically about 
40, 50 or 75 consecutive nucleotides of SEQ ID NO 2 sense or anti-sense strand or other 
receptor polynucleotides. A probe further comprises a label, e.g., radioisotope, 

2 0 fluorescent compound, enzyme, or enzyme co-factor. 

Polynucleotide Uses 

The receptor polynucleotides are useful as a hybridization probe for cDNA and 
genomic DNA to isolate a full-length cDNA and genomic clones encoding the 
25 polypeptide described in SEQ ID NO 1 and to isolate cDNA and genomic clones that 
correspond to variants producing the same polypeptide shown in SEQ ID NO 1 or the 
other variants described herein. Variants can be isolated from the same tissue and 
organism from vvhich the polypeptide shown in SEQ ID NO 1 was isolated, different 
-"-'^ tissues from the same organism, or from different organisms. This method is useful for 
. 30 isolating genes and cDNA that are developmental ly controlled and therefore may be 
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expressed in the same tissue at different points in the development of an organism 

The probe can correspond to any sequence along the enti.^ length of the gene 
encoding receptor. Acconitogly, i, codd be derived from 5' „o,«xitag regions fte 
coding region, and 3' noncoding regions. ' ■ 

TTie nucleic acid probe can be, for example, the full-length cDNA of SEQ ID 
NO 1, or a fragment thereof, such as an oligonucleotide of at least 12 15 30 50 100 
250 or 500 nucleotides in length and sufBcient to specifically hybridize u^der stm,gent' 
conditions to mRNA or DNA. 

Fragments of the polynucleotides described herein axe also useful to synthesize 
larger fragments or full-length polynucleotides described herein. For example a 
fiagment can be hybridized to any portion of an mRNA and a larger or full-length 
cDNA can be produced. 

The fragments are also useful to synthesize antisense molecules of desired length 
and sequence. 

The receptor polynucleotides are also useful as primers for PGR to amplify any 
given region of a receptor polynucleotide. 

The receptor polynucleotides are also useful for constructing i«:ombinant 
vectors. Such vectors include expression vectors that express a portion of. or all of the 
receptor polypeptides. Vectors also include insertion vectors, used to integrate into 
anotiier polynucleotide sequence, such as into the cellular genome, to alter in sUu 
expression of receptor genes and gene products. For example, an endogenous receptor 
codmg sequence can be replaced via homologous recombination with all or part of the 
codmg region containing one or more specifically introduced mutations. 

The receptor polynucleotides are also useful as probes for detem^ining the 
chromosomal positions of tiie receptor polynucleotides by means of in situ hybridization 
methods. 

Hie receptor polynucleotide probes are also useful to detemiine patterns of the 
presence of the gene encoding tiie receptors and tiieir variants witi, respect to tissue 
distribution, for example whether gene duplication has occurred and whetiier the 
duplication occurs in all or only a subset of tissues, n.e genes can be naturally 



BNSDOCID: <W0 ^001 1 166A1JA> 



wo 00/11166 



-54. 



PCT/US99/18976 



occurring or can have been introduced into a cell, tissue, or organism exogenously. The 
receptor polynucleotides are also useful for designing ribozymes corresponding to all, or 
a part, of the mRNA produced from genes encoding the polynucleotides described 
herein. 

5 The receptor polynucleotides are also useful for constructing host cells 

expressing a part, or all, of the receptor polynucleotides and polypeptides. 

The receptor polynucleotides are also useful for constructing transgenic animals 
expressing all, or a part, of the receptor polynucleotides and polypeptides. 

The receptor polynucleotides are also useful for making vectors that express 
10 part, or all, of the receptor polypeptides. 

The receptor polynucleotides are also useful as hybridization probes for 
determining the level of receptor nucleic acid expression. Accordingly, the probes can 
be used to detect the presence of, or to determine levels of, receptor nucleic acid in cells, 
tissues, and in organisms. The nucleic acid whose level is determined can be DNA or 
15 RNA. Accordingly, probes corresponding to the polypeptides described herein can be 
used to assess gene copy number in a given cell, tissue, or organism. This is particularly 
relevant in cases in which there has been an amplification of the receptor genes. 

Alternatively, the probe can be used in an in situ hybridization context to assess 
the position of extra copies of the receptor genes, as on extrachromosomal elements or 
20 as integrated into chromosomes in which the receptor gene is not normally found, for 
example as a homogeneously staining region. 

These uses are relevant for diagnosis of disorders involving an increase or 
decrease in receptor expression relative to normal results. 

In vitro techniques for detection of mRNA include Northern hybridizations and 
25 in situ hybridizations. In vitro techniques for detecting DNA includes Southern 
hybridizations and //? hybridization. 

Probes can be used as a part of a diagnostic test kit for identifying cells or tissues 
that express a receptor protein, such as by measuring a level of a receptor-encoding 
. ■r. ^.' -.^^.^rr r - nucleic acid in a sample* of cells from a subject e.g., mRNA or genomic DNA, or 
30 determining if a receptor gene has been mutated, , . 
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Nucleic acid expression assays are useful for drug screening ,o identify 
compounds that modulate receptor nucleic acid expression. 

The invention thus provides a method for identifying a compound that can be 
used to treat a disorder associated with nucleic acid expression of the receptor gene 
5 n.e method typically includes assaying the ability of the compound to modulate the 
expression of the receptor nucleic acid and thus identifying a compound that can be used 
to treat a disorder characterized by undesired receptor nucleic acid expression 

The assays can be perfomied in cell-based and cell-free systems. Cell-based 
assays include cells naturally exp^ssing the receptor nucleiccid or recombinant cells 
10 genetically engineered to express specific nucleic acid sequences. 

Alternatively, candidate compounds can be assayed in vivo in patients or in 
transgenic animals. 

Tl.= a«ay for recq^or „ucl«c acid .xp,«si„„ ca» involve di,^, assay of 
nudcic acid levels, such as mRNA levels, or on collateral compounds involved in ,he 
» signal paA»,y (such as cyclic AMP or phosphaddylinositol ,un,ovcr). Funher Ac 
expression of genes fta, are up- or io^i^^ ;„ ,„ .^^ ^^^^^^ ^J^^^^ 

s.gnal paAway can also be assayed. In ftis embodimen, ,he regula.cy regions of ,he=. 
genes can be operably linked ,0 3. porter gene such as luciferase. Tlus, modulau,. ■ 
of recep«,r gene expression can be identified in a method wherein a cell is contacted 
=0 wtth a candidate compound and the expression of mRNA determined, m level of 
expression of receptor mRNA in the pre^nce of the candidate compound is comp^ 
.0 the level of expression of receptor mRNA in the absence of the candidate compound 
candidate compound can then be identified as a moduUtor of nucleic acid 
expression based on this comparison and be used, for example u, feat a disorder 
3S Characterized by aberrant nucleic acid expression. When exptestion of mRNA is 
statistically significantly greater in the presence of the candidate compound than i„ its 
absence, the candidate compound is identified as a stimulator of nucleic acid expression 
When nucleic acid expression is statistically significantly in the ptesence of the 
candidate compound than in its absence, the c^Klidate compound is identified as an 
30 inhibitor ofnucleic acid expression. 
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Accordingly, the invention provides methods of treatment with the nucleic acid 
as a target using a compound identified through drug screening as a gene modulator to 
modulate receptor nucleic acid expression. Modulation includes both up-regulalion (i.e. 
activation or agonization) or down-regulation (suppression or antagonization) or nucleic 

5 acid expression. 

Alternatively, a modulator for receptor nucleic acid expression can be a small 
molecule or drug identified using the screening assays described herein as long as the 
drug or small molecule inhibits the receptor nucleic acid expression. 

The receptor polynucleotides are also usefiil for monitoring the effectiveness of 

10 modulating compounds on the expression or activity of the receptor gene in clinical 
trials or in a treatment regimen. Thus, the gene expression pattern can serve as a 
barometer for the continuing effectiveness of treatment with the compound, particularly 
with compounds to which a patient can develop resistance. The gene expression pattern 
can also serve as a marker indicative of a physiological response of the affected cells to 

15 the compound. Accordingly, such monitoring would allow either increased 
administration . of the compound or the administration of alternative compounds to 

which the patient has not become resistant- Similarly^ if the level of nucleic acid 

expression falls below a desirable level, administration of the compound could be 
commensurately decreased. 

20 The receptor polynucleotides are also useful in diagnostic assays for qualitative 

changes in receptor nucleic acid, and particularly in qualitative changes that lead to 
pathology. The polynucleotides can be used to detect mutations in receptor genes and 
gene expression products such as mRNA. The polynucleotides can be used as 
hybridization probes to detect naturally occurring genetic mutations in the receptor gene 

25 and thereby detemiining whether a subject with the mutation is at risk for a disorder 
caused by the mutation. Mutations include deletion, addition, or substitution of one or 
more nucleotides in the gene, chromosomal rearrangement such as inversion or 
_ transposition, modification of genomic DN A such as aberrant methylation patterns or 
changes in gene copy number such as amplification.^ Detection of a mutated form of the 

30 receptor gene associated with a dysfunction, provides a diagnostic tool for an active 
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disease o, s^,M^ ^„ ^ 

underexpression, or al»,ed expression of a receptor pmeia 

"'«'»^«^"8-u^aonsi„d«recep.orge„ecanb,,„,,,,,3,^^„„^,^ 
«d e^^b,ava.e„of«c>^^ O^U...^^^^^,^,^^J^ 
■ -P..fiedb,„^,PCRpHor.a„a,..i. RNA or cDNA ca„ te i„ u„L^^ 
In certarn eml«di„e„„ .^^^^^ .he ^ of , 

rrcLC ; " "^'^ " ^ 

-".on (LCR, (see, e.g., Landegran « Sc<e^, 241-,OV.,om (,988)- and 

i.675.6S2 ,,,95), ms method can include .he s,eps of Clecrin, a san,p,e of oeUs 
n, a pa.,en, iso.,ing nucleic acid (.,, genomic, r.^^ ^ I ^„ 

my hybnd^ ,„ 3 ^ ^^^^^^ ^ 

»p..«^«on produc or de«^„g ^c si. of *e an,p,l„ca..n produc, and co.pa„n^ 
*e leng* .o a con«„ san,p,e. Deledons and i„se„,„ns can ^ dcecred ,y a c Jgc i 

.den^fied hybndi.„g an,p,i„cd DNA .o „„n„a, RNA or an.isense DNA sciences 

example rr"" """"" ' '^'^'^ ^ ^""^^ '^^'^ 

e-.ple a,«,a„o. in resrtcion enzyme digesrion pa„en,s dcem^ned b, ge, 

electrophoresis. ^ ^ 

P-ificribozyn,es(U.S.Pa..„, No. 5.498,531, can.be used. 0 

^ PerfeCy n,a,ched sequences can be distinguished fton, n,isma,ched sequences 

bynucleasecleavagedigesdonassaysorbydifre™cesinn,e,.ing,e.pe.n,re 

Sequence changes a, specific loca-'ons can also be assessed by' nuclease 
protecnon assays such as RNase and SI protection or the chentica, cleavage method. 
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Furthermore, sequence differences between a mutant receptor gene and a wild- 
type gene can be determined by direct DNA sequencing. A variety of automated 
sequencing procedures can be utilized when performing the diagnostic assays ((1995) 
Biotechniques 7P:448), including sequencing by mass spectrometry (see, e.g., PCT 
5 International Publication No. WO 94/16101; Cohen et aL, Adv. Chromaiogr. id: 127- 
162 (1996); and Griffin et al.Appl Biochem. Biotechnol 55:147-159 (1993)). 

Other methods for detecting mutations in the gene include methods in which 
protection from cleavage agents is used to detect mismatched bases in RNA/RNA or 
RNA/DNA duplexes (Myers et aL, Science 230:1242 (1985)); Cotton et al, PNAS 

10 55:4397 (1988); Saleeba et al, Metk Enzymol 277:286-295 (1992)), electrophoretic 
mobility of mutant and wild type nucleic acid is compared (Orita et al, PNAS 86.2166 
(1989); Cotton et al, Mutat. Res. 255:125-144 (1993); and Hayashi et al. Genet, Anal 
Tech Appi P:73-79 (1992)), and movement of mutant or wild-type fragments in 
polyacrylamide gels containing a gradient of denaturant is assayed using denaturing 

15 gradient gel electrophoresis (Myers et al. Nature 313:495 (1985)). Examples of other 
techniques for detecting point mutations include, selective oligonucleotide 

. . . ......... .. - hybridization^ selective amplification, and selective primer extension - 

The receptor polynucleotides are also useful for testing an individual for a 
genotype that while not necessarily causing the disease, nevertheless affects the 

20 treatment modality. Thus, the polynucleotides can be used to study the relationship 
between an individual's genotype and the individual's response to a compound used for 
treatment (pharmacogenomic relationship). In the present case, for example, a mutation 
in the receptor gene that results in altered affinity for ligand could result in an excessive 
or decreased drug effect with standard concentrations of ligand that activates the 

25 receptor. Accordingly, the receptor polynucleotides described herein can be used to 
assess the mutation content of the receptor gene in an individual in order to select an 
appropriate compound or dosage regimen for treatment. 

Thus polynucleotides displaying genetic variations that affect treatment provide 

■ " a diagnostic target that can be used to tailor treatment in an individual. Accordingly, the 

30 production of recombinant cells and animals containing these polymorphisms allow 
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effective clinical design of treatment compounds and dosage regimens. 

n^e receptor polynucleotides are also useful for chromosome identification 
when the sequence is identified with an individual chromosome and to a particular 
location on the chromosome. First, the DNA sequence is matched to the chromosome 
by si,u or other chromosome-specific hybridization. Sequences can also be cor^Iated 
to specfic chromosomes by preparing PCR primers that can be used for PGR screening 
of somatic cell hybrids containing individual chromosomes fiom the desired species 
Only hybnds containing the chromosome containing the gene homologous to the primer 
-11 yield an amplified fragment. Sublocalization can be achieved using chromosomal 
fragments. Other strategies include prescreening with labeled flow-sorted chromosomes 
and preselection by hybridizaUon to chn,mosome-specific libraries. Further mapping 
strategies include fluorescence in sUu hybridization which allows hybridization with 
probes shorter than those traditionally used. Reagents for chromosome mapping can be 
used individually to mark a single ch^mosome or a single site on the chromosome or 
panels of reagents can be used for marking multiple sites and/or multiple cluomosom'es 
Reagents corresponding to nbncoding regions of the genes actually arc preferred for 
mappmg purposes. Coding sequences are more likely to be conserved within gene 
fanuhes. thus increasing the chance of cross hybridizations during chromosomal 
mapping. 

The receptor polynucleotides can also be used to identify individuals from small 
biological samples. This can be done for example using restriction fragment-length 
polymorphism (RFLP) to identify an individual. Tl^us, the polynucleotides described 
herem are useful as DNA markers for RFLP (See U.S. Patem No. 5,272,057). 

Furthem^ore, the receptor sequence can be used to providl an alternative 
technique which detem^ines the actual DNA sequence of selected fiagments in the 
genome of an individual. Thus, the receptor sequences described het.in can be used to 
prepare two PCR primers fK>m the 5- and 3^ ends of the sequences. TT.ese prime, can 
then be used to amplify DNA from an individual for subsequent sequencing. 

Panels of corresponding DNA sequences from individuals prepared in this 
niamier can provide unique individual identifications, as each individual will have a 



BNSOOCIO: <WO_001 1166A1_IA> 



wo 00/1 1166 



-60- 



PCT/US99/18976 



unique set of such DNA sequences. It is estimated that allelic variation in humans 
occurs with a frequency of about once per each 500 bases. Allelic variation occurs to 
some degree in the coding regions of these sequences, and to a greater degree in the 
noncoding regions. The receptor sequences can be used to obtain such identification 
5 sequences from individuals and from tissue. The sequences represent unique fragments 
of the human genome. Each of the sequences described herein can, to some degree, be 
used as a standard against which DNA from an individual can be compared for 
identification purposes. 

If a panel of reagents from the sequences is used to generate a unique 
10 idenjification database for an individual, those same reagents can later be used to 
identify tissue from that individual. Using the unique identification database, positive 
identification of the individual, living or dead, can be made from extremely small tissue 
samples. 

The receptor polynucleotides can also be used in forensic identification 
15 . procedures. PGR technology can be used to amplify DNA sequences taken from very 
small biological samples, such as a single hair follicle, body fluids (e.g. blood, saliva, or 
. .semen)... ; The amplified . sequence cain.then -be. compared to -a standard allowing 
identification of the origin of the sample. 

The receptor polynucleotides can thus be used to provide polynucleotide 
20 reagents, e.g., PGR primers, targeted to specific loci in the human genome, which can 
enhance the reliability of DNA-based forensic identifications by, for example, providing 
another "identification marker" (i.e. another DNA sequence that is unique to a particular 
individual). As described above, actual base sequence information can be used for 
identification as an accurate alternative to pattems formed by restriction en2yme 
25 generated fragments. Sequences targeted to the noncoding region are particularly useful 
since greater polymorphism occurs in the noncoding regions, making it easier to 
differentiate individuals using this technique. Fragments are at least 12 bases. 

The receptor polynucleotides can further be used to provide polynucleotide 
^ reagents, e.g., labeled or labelable probes which can be used in, for example, an in situ 

30 hybridization technique, to identify a specific tissue. This is useful in cases in which a 



BNSDOCID: <WO ^001 U66A1JA> 



10 



15 



20 



25 



30 



WO 00/1 1166 

PCTAJS99/18976 

-61- 

forensic pathologist is presented with a tissue of unknown origin. Panels of receptor 
probes can be used to identify tissue by species and/or by organ type. In a similar 
fashion, these primers and probes can be used to screen tissue culture for contamination 
(i.e. screen for the presence of a mixture of dififerent types of cells in a culture). 

Alternatively, the receptor polynucleotides can be used directly to block 
transcription or translation of receptor gene expression by means of antisense or 
ribozyme constructs. TT^us, in a disorder characterized by abnormally high or 
undesirable receptor gene expression, nucleic acids can be directly used for treatment. 

The receptor polynucleotides are thus useful as antisense constructs to control 
receptor gene expression in cells, tissues, and organisms. A DNA antisense 
polynucleotide is designed to be complementaiy to a region of the gene involved in 
transcription, preventing transcription and hence production of receptor protein. An 
antisense RNA or DNA polynucleotide would hybridize to the mRNA and thus block 
translation of mRNA into receptor protein. 

Examples of antisense molecules useful to inhibit nucleic acid expression 
include antisense molecules complementary to a fragment of the 5- untranslated region 
of SEQ ID NO 2 which also includes the start codon and antisense molecules which are 
complementary to a fragment of the 3- untranslated region of SEQ ID NO 2. 

Alternatively, a class of antisense molecules can be used to inactivate mRNA in 
order to decrease expression of receptor nucleic acid. Accordingly, these molecules can 
treat a disorder characterized by abnormal or undesired receptor nucleic acid expression. 
TOs technique involves cleavage by means of ribozymes containing nucleotide 
sequences complementary to one or more regions in the mRNA that attenuate the ability 
ofthe mRNA to be translated. Possible regions include coding regions and particularly 
coding regions corresponding to the catalytic and other functional activities of the 
receptor protein. 

"The receptor polynucleotides also provide vectors for gene therapy in patients 
containing cells that are aberrant in receptor gene expression. Thus, recombinant cells 
which include the patient's cells that have been engineered v/vo and returned to the 
patient, are introduced into an individual where the cells produce the desired receptor 
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protein to treat the individual. 

The invention also encompasses kits for detecting the presence of a receptor 
nucleic acid in a biological sample. For example, the kit can comprise reagents such as 
a labeled or labelable nucleic acid or agent capable of detecting receptor nucleic acid in 
a biological sample; means for detemiining the amount of receptor nucleic acid in the 
sample; and means for comparing the amount of receptor nucleic acid in the sample 
with a standard. The compound or agent can be packaged in a suitable container. The 
kit can further comprise instructions for using the kit to detect receptor mRNA or DNA. 

Vectors/host cells 

The invention also provides vectors containing the receptor polynucleotides. 
The term "vector" refers to a vehicle, preferably a nucleic acid molecule, that can 
transport the receptor polynucleotides. When the vector is a nucleic acid molecule, the 
receptor polynucleotides are covalently linked to the vector nucleic acid. With this 
aspect of the invention, the vector includes a plasmid, single or double stranded phage, a 
single or double stranded RNA or DNA viral vector, or artificial chromosome, such as a 
BACPAaYACORMAC. .. .... . ■ 

A vector can be maintained in the host cell as an extrachromosomal element 
where it replicates and produces additional copies of the receptor polynucleotides. 
Alternatively, the vector may integrate into the host cell genome and produce additional 
copies of the receptor polynucleotides when the host cell replicates. 

The invention provides vectors for the maintenance (cloning vectors) or vectors 
for expression (expression vectors) of the receptor polynucleotides. The vectors can 
function in procaryotic or eukaryotic cells or in both (shuttle vectors). 

Expression vectors contain cis-acting regulatory regions that are operably linked 
in the vector to the receptor polynucleotides such that transcription of the 
polynucleotides is allowed in a host cell. The polynucleotides can be introduced into the 
host cell with a separate polynucleotide capable of affecting transcription. Thus, the 
second polynucleotide may provide-a trans-acting, factor interacting with the cis- 
regulatory control region to allow transcription of the receptor polynucleotides from the 
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-or. A,te«, a trans-acting factor .ay be supplied by the host ce„. Finally a 
trans-actmg factor can be produced from the vector itself 

It is understood, however, that in some pm)wi;™ . 

n>e regulator- sequence to which >he polj„„cleotite described herein c=„ h. 
^ no, „.„ed to, U,e ,e« p^o^otor fio. bac«„„pH^e .he Uc. ™., and TAC 
^ .en„.n. e.. »d ,a« p,o„„to. »d «.vi. ,„„.r2 

^so „,ude ^.ons .ha, ™„du>ato .anscriph„„. s„ch as „ ..^'^ 
2- ^P-es inciude .e SV.0 enha,^, ,e ^l^:^^ 

b addition to c„,aini„g sl,es for »anscHp,io„ i™Mo„ and con«l. exp^^ 
~ aiso con^in „ „ecessa„ for 

^m«,« for express,on include ini«o„ and ,e™,i„a,.„„ ^ ^ ^„ ^ 

«a.,o„ Signals. ™e person of o*., ski,, in .e an «.,d he awa. o .h^ 
n^e^us reg„,a,o„ se<,.„ces d,a. a,e ,«fa in expression ve«ors. Such regu,a,ot 
sequences a. descHhed, f„ exan,p,e. in Sanrhroo. « < m,,... Oo^H 

^.Wo^ ^W. 2^ Spring Hari^r Uborator, Press C„,d So 

Harbor, NY, (1989). "y iTess, Co,d Spring 

^^'^-'f^^^vccto.canbeusedtoexpressarecep.orpolynucleoddc 
such vecors „c.ude chronroson^i. episo^a,. and v^^en ved vecol, or 

~enved,K>.h.c«a,p,asn.ds,<io.ha«.^^^^^^^ 

K« ^on-oscna, element. inCu^g ,eas, .iflcia, ch™n,oson,es, fro™ ^nrse^ auch 
a. tecu,ov,,use. papo^vir^ses such as SV40, Vaccinia viruses, adenovir,^ 
^.p^rahiesvin^ses, and .revises. Vectors n,a, aiso ^ derived^ 
con,hn,a.ons of d,ese sources such as ,ho. derived ^ p,as.id and hactoriop^! 
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genetic elements, e.g. cosmids and phagemids. Appropriate cloning and expression 
vectors for prokaryotic and eukaryotic hosts are described in Sambrook et al^ Molecular 
Cloning: A Laboratory Manual. 2nd, ed.. Cold Spring Harbor Laboratory Press, Cold 
Spring Harbor, NY, (1989). 

5 The regulatory sequence may provide constitutive expression in one or more 

host cells (i.e. tissue specific) or may provide for inducible expression in one or more 
cell types such as by temperature, nutrient additive, or exogenous factor such as a 
hormone or other ligand. A variety of vectors providing for constitutive and inducible 
expression in prokaryotic and eukaryotic hosts are well known to those of ordinary skill 
10 in the art. 

The receptor polynucleotides can be inserted into the vector nucleic acid by 
well-known methodology. Generally, the DNA sequence that will ultimately be 
expressed is joined to an expression vector by cleaving the DNA sequence and the 
expression vector with one or more restriction enzymes and then ligating the fragments 
15 together. Procedures for restriction enzyme digestion and ligation are well known to 
those of ordinary skill in the art. 
. „ ;: : . ri : ■ v-.: The vector containing the appropriate polynucleotide can be introduced into an 
appropriate host cell for propagation or expression using well-knov^nn techniques. 
Bacterial cells include, but are not limited to, £ coli, Strepiomyces, and Salmonella 
20 fyphimurium. Eukaryotic cells include, but are not limited to, yeast, insect cells such as 
Drosophila, animal cells such as COS and CHO cells, and plant cells. 

As described herein, it may be desirable to express the polypeptide as a fusion 
protein. Accordingly, the invention provides fusion vectors that allow for the 
production of the receptor polypeptides. Fusion vectors can increase the expression of a 
25 recombinant protein, increase the solubility of the recombinant protein, and aid in the 
purification of the protein by acting for example as a ligand for affinity purification. A 
proteolytic cleavage site may be introduced at the junction of the fusion moiety so that 
the desired polypeptide can ultimately be separated from the fusion moiety. Proteolytic 
^ -enzymes include, but are not limited to, factor Xa, thrombin, and enterokinase. Typical 

. 30 . fusion expression vectors include pGEX (Smith et al (1988) Gene (57:31-40), pMAL 
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(New England Biolabs, Beverly. MA) and pRIT5 (Phannacia, Piscataway, NJ) which 
fl.se glutathione S-t«nsferase (GST), maltose E binding protein, or protein A 
respectively, to the target recombinant protein. Examples of suitable inducible non- 
fusion £ cc/i expression vectors include pTrc (Amann er al.. Gene 6P:30I-315 (1988)) 
and PET lid (Studier er al.. Gene Expression TecHnolosy: Methods in En^olo^ 
755:60-89(1990)). ^ 

Recombinant protein expression can be maximized in a host bacteria by 
provdmg a genetic background wherein the host cell has an impaired capacity to 
proteolyticaliy cleave the recombinant protein. (Qottesman, S., Gene Egression 
Technology: Methods in Enzynrology 185. Academic Press. San Diego. California 
(1990) 1 19-128). Alternatively, the sequence of the polynucleotide of interest can be 
altered to provide preferential codon usage for a specific host cell, for example £. coli. 
(Wada et al. Nucleic Acids Res. 20:21 11-2118 (1992)). 

TlK ««p<or polynucteotides can also be «p,««d by cxp^ssion vectors that 
a.. op«adve i„ yeast Exan^fe of ve«o. for exp.ssio„ i„ yeas, e.g.. S. c.^lsiae 
mcM. pYepSec. (Baldari. e, < EKM>J. «:229.234 (1987)). pMFa (Kurian e, al 
a//i»:933.543(1982)). pJRY88 (SchU,z« G.„e ,3.,23 (,987)), and pYES2 
(Invitrogen Corporation, San Diego, CA). 

The receptor polynucleotides can also be expressed in insect cells using for 
example, baculovirus expression vectors. Baculovirus vectors available for expression 
of proteins in cultured insect cells (e.g., Sf 9 cells) include the pAc series (Smith et al 
Mol Cell Biol 5.2156-2165 (1983)) and the pVL series (Lucklow et al, Virolo^ 
770:31-39(1989)). ^ 

In cenain embodiments of the invention, the polynucleotides described heiein 
are expressed in mammalian cells using mammalian expression vector.. Examples of 
mammalian expression vectors include pCDM8 (Seed, B. Nature i2P:840(1987)) and 
pMT2PC (Kaufman et al, EMBOJ. (5:187-195 (1987)). 

The expr^ion vectors listed herein are p,x.vided by way of example only of the 
well-known vectors available to those of ordinary skill in the art that would be useful to 
express the receptor polynucleotides. TT,e person of ordinary skill in the art would be 
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aware of other vectors suitable for maintenance propagation or expression of the 
polynucleotides described herein. These are found for example in Sambrook, J., Fritsh, 
E. F., and Maniatis, T. Molecular Cloning: A Laboratory Manual 2nd, ed, Cold 
Spring Harbor Laboratory, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, 
5 NY, 1989. 

The invention also encompasses vectors in which the nucleic acid sequences 
described herein are cloned into the vector in reverse orientation, but operably linked to 
a regulatory sequence that pemiits transcription of antisense RNA. Thus, an antisense 
transcript can be produced to all, or to a portion, of the polynucleotide sequences 

10 described herein, including both coding and non-coding regions. Expression of this 
antisense RNA is subject to each of the parameters described above in relation to 
expression of the sense RNA (regulatory sequences, constitutive or inducible 
expression, tissue-specific expression). 

The invention also relates to recombinant host cells containing the vectors 

15 described herein. Host cells therefore include prokaryotic cells, lower eukaryotic cells 
such as yeast, other eukaryotic cells such as insect cells, and higher eukaryotic cells such 

as mammalian cells... ........ . ... ... .. .... . 

The recombinant host cells are prepared by introducing the vector constructs 
- described herein into the cells by techniques readily available to the person of ordinary 

20 skill in the art. These include, but are not limited to, calcium phosphate transfection, 
DEAE-dextran-mediated . transfection, cationic lipid-mediated transfection, 
electroporation, transduction, infection, lipofection, and other techniques such as those 
found in Sambrook, et al. {Molecular Cloning: A Laboratory Manual. 2nd, ed, Cold 
Spring Harbor Laboratory, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, 

25 NY, 1989). 

Host cells can contain more than one vector. Thus, different nucleotide 
sequences can be introduced on different vectors of the same cell. Similarly, the 
receptor polynucleotides can be introduced either alone or- with other polynucleotides 
T-.-. .-^ that are not related to the receptor polynucleotides such as those providing trans-acting 
30 factors for expression vectors. When more than one vector is introduced into a cell, the 
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v«,on> U i„«duad Wep=„de„„y. co.u«„^^ „ j„i^ „ ^ 
polynucleotide vector. 

In lh= ca« of haaeriophage and vial veclors, these can be intoduced i„,o cells 
as packaged or =™:apsula»d vin.= by standari procedures for mfeaion and «„sducti„„ 
Viral vectors can be replication-comperen, or replication-defective. In the case in 
whtch viral replication is defective, „plica,ion will occur in host cells providing 
fiinctions that complement the defects. 

Vectors generally include selectable markers that enable the selection of the 
subpopulation of cells that contin the tecotnbtaant vector constn^s. TTte ntarker can 
be contamed in d,e same vector that contains the polynucleotides described herein or 
may be on a sepa^te vector. Mariters include tettacycline or ampicilli„.„sistance genes 
for prokaryotic host cells and dihydrofolate teductase or neomycin resistance for 
et^aryotic host cells. However, any marker tha, provides selection for a phenotypic 
trait will be efFective. 

While the manne prateins can be produced in bacteria, yeas., mammalian cells 
and other cells under the control of the appt^pdate regulatory sequences, cell- free' 
^anscription and tr^lation systems can also be used to produce these proteins using 
RNA derived from the DNA constructs described herein. 

Where secretion of the polypeptide is desited, appropriate s=c„=tion signals ate 
.ncorpo^ted into the vector. The signal sequence can be endogenous to the r«eptor 
polypeptides or heterologous to these polypeptides. 

Whete the polypeptide is not secreted into the medium, the protein can be 
tsolated from the host cell by standard disruption procedures, including fteeze thaw 
sontcatton, mechanical disruption, use of lysing agents and the like. TTte polypeptide 
can then be recovered and purified by well-known purification methods including 
anmtonium sulfate precipitation, acid extraction, anion or cationic exchange 
chromatography, phosphocellulose chromatography. hydrophobic-interaction 
chromatogtaphy, affinity chromatography, hydroxylapatite chromatography lectin 
chromatogtaphy, or high performance liquid chromatography. 

It is also understood that depending upon Ute host cell in tecombinant 
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production of the polypeptides described herein, the polypeptides can have various 
glycosylation patterns, depending upon the cell, or maybe non-glycosylated as when 
produced in bacteria. In addition, the polypeptides may include an initial modified 
methionine in some cases as a result of a host-mediated process. 

5 

Uses of vectors and host cells 

The host cells expressing the polypeptides described herein, and particularly 
recombinant host cells, have a variety of uses. First, the cells are useful for producing 
receptor proteins or polypeptides that can be further purified to produce desired amounts 
10 of receptor protein or fragments. Thus, host cells containing expression vectors are 
useful for polypeptide production. 

Host cells are also useful for conducting cell-based assays involving the receptor 
or receptor fragments. Thus, a recombinant host cell expressing a native receptor is 
useful to assay for compounds that stimulate or inhibit receptor function. This includes 
15 ligand binding, gene expression at the level of transcription or translation, G-protein 
interaction, and components of the signal transduction pathway. 

— - . --Cell-based assays include -NE-1 15 (Postma, cited above); Xenopus bbcytts^ 

especially for calcium efflux (An, FEBS LetL, cited above) and CI currents (Guo, cited 
above); Jurkat cells, especially for reporter assays using SRE-driveii transcription (An, 
20 FEBS LETT,, cited above); HEK 293 and CHO cells, especially for reporter assays 
using SRE-driven transcription (An, Biochem, Biophys. Res. Comm,, cited above). 

Host cells are also useful for identifying receptor mutants in which these 
functions are affected. If the mutants naturally occur and give rise to a pathology, host 
cells containing the mutations are useful to assay compounds that have a desired effect 
25 on the mutant receptor (for example, stimulating or inhibiting function) which may not 
be indicated by their effect on the native receptor. 

Recombinant host cells are also useful for expressing the chimeric polypeptides 

" described herein to assess compounds that activate or suppress activation by means of a 

heterologous amino terminal extracellular domain ( other binding - region). 
30 Alternatively, a heterologous region spanning the entire transmembrane domain (or 
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parts thereof) can be used to assess the effect of a desired amino temiinal extmcellular 
domain (or other binding region) on any given host cell. In this embodiment, a region 
spanning the entire transmembrane domain (or parts thereof) compatible with the 
specific host cell is used to make the chimeric vector. Alternatively, a heterologous 
5 carboxy terminal intracellular, e.g., signal transduction, domain can be introduced into 
the host cell. 

Further, mutant receptors can be designed in which one or more of the various 
functions is engineered to be increased or decreased (i;e., ligand binding or G-protein 
binding) and used to augment or replace receptor proteins in an individual. n,us host 
10 cells can provide a therapeutic benefit by replacing an aberrant receptor or providing an 
aberrant receptor that provides a therapeutic result. In one embodiment, the cells 
provide receptors that are abnormally active. 

In another embodiment, the cells provide receptors that are abnormally inactive. 
These receptors can compete with endogenous receptors in the individual. 
15 In another embodiment, cells expressing receptors that cannot be activated, are 

introduced into an individual in order to compete with endogenous receptors for lig^d. 
For example, in the case in which excessive ligand is part of a treatment modality, it 
may be necessary to inactivate this ligand at a specific point in treatment. Providing 
cells that compete for the ligand, but which cannot be affected by receptor activation 
20 would be beneficial. 

Homologously recombinant host cells can also be produced that allow the in situ 
alteration of endogenous receptor polynucleotide sequences in a host cell genome. This 
technology is more fully described in WO 93/09222. WO 91/12650 and U.S. 5.641,670. 
Briefly, specific polynucleotide sequences corresponding to the receptor 

25 polynucleotides or sequences proximal or distal to a receptor gene are allowed to 
integrate into a host cell genome by homologous recombination where expression of the 
gene can be affected. In one embodiment, regulatory sequences are introduced that 
either increase or decrease expression of an endogenous sequence. Accordingly, a 
receptor protein can be produced in a ceil not nomially producing it, or increased 

»o expression of receptor protein can resuh in a cell nomially producing the protein at a 



BNSDOCID:<WO _00in66A1JA> 



wo 00/11166 



PCT/US99/18976 



.70- 

specific level. Alternatively, the entire gene can be deleted. Still further, specific 
mutations can be introduced into any desired region of the gene to produce mutant 
receptor proteins. Such mutations could be introduced, for example, into the specific 
functional regions such as the ligand-binding site or the G-protein binding site. 
5 .In one embodiment, the host cell can be a fertilized oocyte or embryonic stem 

cell that can be used to produce a transgenic animal containing the altered receptor gene. 
Alternatively, the host cell can be a stem cell or other early tissue precursor that gives 
rise to a specific subset of cells and can be used to produce transgenic tissues in an 
animal. See also Thomas et al. Cell 51:503 (1987) for a description of homologous 

10 recombination vectors. The vector is introduced into an embryonic stem cell line (e.g., 
by electroporation) and cells in which the introduced gene has homologously 
recombined with the endogenous receptor gene is selected (see e.g., Li, E. et al^ Cell 
(59:915 (1992)). The selected cells are then injected into a blastocyst of an animal (e.g., 
a mouse) to form aggregation chimeras (see e.g., Bradley, A. in Teratocarcinomas and 

15 Embryonic Stem Cells: A Practical Approach, EJ. Robertson, ed. (IRL, Oxford, 1987) 
pp. 1 13-152). A chimeric embryo can then be implanted into a suitable pseudopregnant 
female foster animal and the embryo brought to term. Progeny harboring the 
homologously recombined DNA in their germ cells can be used to breed animals in 
which all cells of the animal contain the homologously recombined DNA by germline 

20 transmission of the transgene. Methods for constructing homologous recombination 
vectors and homologous recombinant animals are described further in Bradley, A. 
(1991) Current Opinion in Biotechnology 2:823-829 and in PCT International 
Publication Nos. WO 90/1 1354; WO 91/01 140; and WO 93/04169. 

The genetically engineered host cells can be used to produce non-human 

25 transgenic animals. A transgenic animal is preferably a manunal, for example a rodent, 
such as a rat or mouse, in which one or more of the cells of the animal include a 

transgene. A transgene is exogenous DNA which is integrated into the genome of a cell 

• * • from which a transgenic animal develops and which remains in the genome of the 
mature animal in one or more cell types or tissues of the transgenic animal. These 
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animals are useful for studymg the function of a receptor protein and identifying and 
evaluating modulators of receptor protein activity. 

Other examples of transgenic animals include non-human primates, sheep, dogs, 
cows, goats, chickens, and amphibians. 

In one embodiment, a host cell is a fertilized oocyte or an embryonic stem cell 
into which receptor polynucleotide sequences have been introduced. 

A transgenic animal can be produced by introducing nucleic acid into the male 
pronuclei of a fertilized oocyte, e.g., by microinjection, retrovird infection, and allowing 
the oocyte to develop in a pseudopregnant female foster animal. Any of the receptor 
nucleotide sequences can be introduced as a transgene into the genome of a non-human 
animal, such as a mouse. 

Any of the regulatory or other sequences useful in expression vectors can form 
part ofthe transgenic sequence. This includes intronic sequences and polyadenylation 
signals, if not already included. A tissue-specific regulatory sequence(s) can be 
operably linked to the transgene to direct expression ofthe receptor protein to particular 
cells. 

Methods for generating tr^genic animals via embryo manipulation and 
microinjection, particularly animals such as mice, have become conventional in the art 
and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009. both by 
Leder ei al., U.S. Patent No. 4,873,191 by Wagner e, al. and in Hogan, B., ManipMng 
the Mouse Embryo, (Cold Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y.. 
1986). Similar methods are used for production of other transgenic animals. A 
transgenic founder animal can be identified based upon the presence ofthe transgene in 
its genome and/or expression of transgenic mRNA in tissues or cells of the animals. A 
transgenic founder animal can then be used to breed additional animals carrying the 
ti^gene. Moreover, transgenic animals canying a transgene can fiirther be bred to 
other ti^sgenic animals canying other transgenes. A transgenic animal also includes 
animals in which the entire animal or tissues in the animal have been produced using the 
homologously recombinant host cells described herein. 

In another embodiment, transgenic non-human animals can be produced which 



BNSDOCIO: <WO 00in66AlJA> 



wo 00/11166 

• I* 



PCT/US99/18976 



-72- 

contain selected systems which allow for regulated expression of the transgene. One 
example of such a system is the cre/loxP recombinase system of bacteriophage PI . For 
a description of the creAoxP recombinase system, see, e.g., Lakso el al PNAS 5P:6232- 
6236 (1992). Another example of a recombinase system is the FLP recombinase system 
5 of 5. cerevisiae (O'Gorman ei al Science 257:1351-1355 (1991). If a cre/loxP 
recombinase system is used to regulate expression of the transgene, animals containing 
transgenes encoding both the Cre recombinase and a selected protein is required. Such 
animals can be provided through the construction of "double" transgenic animals, e.g., 
by mating two transgenic animals, one containing a transgene encoding a selected 

10 protein and the other containing a transgene encoding a recombinase. 

Clones of the non-human transgenic animals described herein can also be 
produced according to the methods described in Wilmut, I. et al. Nature 555:810-813 
(1997) and PCT International Publication Nos. WO 97/07668 and WO 97/07669. In 
brief, a cell, e.g., a somatic cell, from the transgenic animal can be isolated and induced 

15 to exit the growth cycle and enter phase, The quiescent cell can then be fused, e.g., 

through the use of electrical pulses, to an enucleated oocyte from an animal of the same 
species from which the quiescent cell is isolated. The reconstructed oocyte is then 
cultured such that it develops to morula or blastocyst and then transferred to 
pseudopregnant female foster animal. The offspring borne of this female foster animal 

20 will be a clone of the animal from which the cell, e.g., the somatic cell, is isolated. 

Transgenic animals containing recombinant cells that express the polypeptides 
described herein are useful to conduct the assays described herein in an in vivo context. 
Accordingly, the various physiological factors that are present in vivo and that could 
effect ligand binding, receptor activation, and signal transduction, may not be evident 

25 from in vitro cell-free or cell-based assays. Accordingly, it is useful to provide non- 
human transgenic animals to assay in vivo receptor function, including ligand 

interaction,- the effect of specific mutant receptors on receptor function and ligand 

interaction, and the effect of chimeric receptors. It is also possible to assess the effect of 

null mutations, that is mutations that substantially or completely eliminate one or more 

30 receptor functions. 
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Pharmaceutical compositions 

The receptor nucleic acid molecules, protein (particularly fragments such as the 
amino temiinal extracellular domain), modulatoi^ of the protein, and antibodies (also 
refened to herein as "active compounds") can be incorporated into pharmaceutical 
compositions suitable for administration to a subject, e.g., a human. Such compositions 
typically comprise the nucleic acid molecule, protein, modulator, or antibody and a 
pharmaceutically acceptable carrier. 

As used herein the language "phamiaceutically acceptable carrier" is intended to 
include any and all solvents, dispersion media, coatings, antibacterial and antifungal 
agents, isotonic and abso^jtion delaying agents, and the like, compatible with 
pharmaceutical administration. The use of such media and agents for phamiaceutically 
active substances is well known in the art Except insofar as any conventional media or 
agent is incompatible with the active compound, such media can be used in the 
compositions of the invention. Supplementary active compounds can also be 
incorporated into the compositions. A phamiaceutical composition of the invention is 
fomiulated to be compatible with its intended route of administration. Examples of 
routes of administration include parenteral, e.g., intravenous, intrademial, subcutaneous, 
oral (e.g., inhalation), transdermal (topical), transmucosal. and rectal administration. ' 
Solutions or suspensions used for parenteral, intrademial, or subcutaneous application 
can include the following components: a sterile diluent such as water for injection, 
saline solution, fixed oils, polyethylene glycols, glycerine, propylene glycol or other 
synthetic solvents; antibacterial agents such as benzyl alcohol or methyl parabens; 
antioxidants such as ascorbic acid or sodium bisulfite; chelating agents such as' 
ethylenediaminetetraacetic acid; buffers such as acetates, citrates or phosphates and 
agents for the adjustment of tonicity such as sodium chloride or dextrose. PH can be 
adjusted with acids or bases, such as hydrochloric acid or sodium hydroxide. The 
parenteral preparation can be enclosed in ampules, disposable syringes or muluple dose 
vials made ofglass or plastic. ■ 

Phamiaceutical compositions suitable for injectable use include sterile aqueous 
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solutions (where water soluble) or dispersions and sterile powders for the 
extemporaneous preparation of sterile injectable solutions or dispersion. For 
intravenous administration, suitable carriers include physiological saline, bacteriostatic 
water, Cremophor ELtm (BASF, Parsippany, NJ) or phosphate buffered saline (PBS). 
5 In all cases, the composition must be sterile and should be fluid to the extent that easy 
syringability exists. It must be stable under the conditions of manufacture and storage 
and must be preserved against the contaminating action of microorganisms such as 
bacteria and fungi. The carrier can be a solvent or dispersion medium containing, for 
example, water, eihanol, polyol (for example, glycerol, propylene glycol, and liquid 

10 ix)lyethylene glycol, and the like), and suitable mixtures thereof The proper fluidity can 
be maintained, for example, by the use of a coating such as lecithin, by the maintenance 
of the required particle size in the case of dispersion and by the use of surfactants. 
Prevention of the action of microorganisms can be achieved by various antibacterial and 
antifungal agents, for example, parabens, chlorobutanol, phenol, ascorbic acid, 

15 thimerosal, and the like. In many cases, it will be preferable to include isotonic agents, 
for example, sugars, polyalcohols such as manitol, sorbitol, sodium chloride in the 
" composition.' Prolonged absorption of the injectable compositions can be brought about 
by including in the composition an agent which delays absorption, for example, 
aluminum monoslearate and gelatin. 

20 Sterile injectable solutions can be prepared by incorporating the active 

compound (e.g., a receptor protein or anti-receptor antibody) in the required amount in. 
an appropriate solvent with one or a combination of ingredients enumerated above, as 
required, followed by filtered sterilization. Generally, dispersions are prepared by 
incorporating the active compound into a sterile vehicle which contains a basic 

25 dispersion medium and the required other ingredients from those enumerated above. In 
the case of sterile powders for the preparation of sterile injectable solutions, the 
preferred methods of preparation are vacuum drying and freeze-drying which yields a 

7L ~~ powder of the active ingredient plus any additional desired ingredient from a previously 
sterile-filtered soliitiori thereof " " - ■ 

30 Oral compositions generally include an inert diluent or an edible canrier. They 
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can be enclosed in gelatin capsules or compressed into tablets. For oral administration, 
the agent can be contained in enteric fonns to survive the stomach or further coated or 
mixed to be released in a particular region of the GI tract by knoAvn methods. For the 
purpose of oral therapeutic administration, the active compound can be inconxjrated 
5 with excipients and used in the form of tablets, troches, or capsules. Oral compositions 
. can also be prepared using a fluid carrier for use as a mouthwash, wherein the 
compound in the fluid carrier is applied orally and swished and expectorated or 
swallowed. Pharmaceutically compatible binding agents, and/or adjuvant materials can 
be included as part of the composition. The tablets, pills, capsules, troches and the like 
10 can contain any of the following ingredients, or compounds of a similar nature: a binder 
such as microcrystalline cellulose, gum tragacanth or gelatin; an excipient such as starch 
or lactose, a disintegrating agent such as alginic acid, Primogel, or com starch; a 
lubricant such as magnesium stearate or Sterotes; a glidant such as colloidal silia>n 
dioxide; a sweetening agent such as sucrose or saccharin; or a flavoring agent such as 
15 peppermint, methyl salicylate, or orange flavoring. 

For administration by inhalation, the compounds are delivered in the fomi of an 
aerosol spray from pressured contain.jr or dispenser which contains a suitable propellant, 
e.g., a gas such as carbon dioxide, or a nebulizer. 

Systemic administration can also be by transmucosal or transdermal means. For 
20 transmucosal or transdermal administration, penetrants appropriate to the barrier to be 
permeated are used in the fomiulation. Such penetrants are generally known in the art, 
and include, for example, for transmucosal administration, detergents, bile salts, and 
fiisidic acid derivatives. Transmucosal administration can be accomplished through the 
use of nasal sprays or suppositories. For traiisdermal administration, the active 
^5 compounds are formulated into ointments, salves, gels, or creams as generally known in 
. the art . . 

: , , ^ The compounds can also be prepared in the form of suppositories (e.g., with 

..; Sutter-aHd oAeFgiycerides) or retention 

eneimai for rectal delivay. " " ' ; - . . .... 

" embodiment, the active compounds are prepared with carriers that will 
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protect the compound against rapid elimination from the body, such as a controlled 
release formulation, including implants and microencapsulated delivery systems. 
Biodegradable, biocompatible polymers can be used, such as ethylene vinyl acetate, 
polyanhydrides, polyglycolic acid, collagen, polyorthoesters, and polylactic acid. 
5 Methods for preparation of such formulations will be apparent to those skilled in the art. 
The materials can also be obtained commercially from Alza Corporation and Nova 
Pharmaceuticals, Inc. Liposomal suspensions (including liposomes targeted to infected 
cells with monoclonal antibodies to viral antigens) can also be used as pharmaceutically 
acceptable carriers. These can be prepared according to methods known to those skilled 

10 in the art, for example, as described in U.S. Patent No. 4,522,81 1 . 

It is especially advantageous to formulate oral or parenteral compositions in 
dosage unit form for ease of administration and uniformity of dosage. Dosage unit fomi 
as used herein refers to physically discrete units suited as unitary dosages for the subject 
to be treated; each unit containing a predetermined quantity of active compound 

15 calculated to produce the desired therapeutic effect in association with the required 
pharmaceutical carrier. The specification for the dosage unit forms of the invention are 
dictated by and directly dependent on the unique characteristics of the active compound 
and the particular therapeutic effect to be achieved, and the limitations inherent in the art 
of compounding such an active compound for the treatment of individuals. 

20 The nucleic acid molecules of the invention can be inserted into vectors and used 

as gene Aerapy vectors. Gene therapy vectors can be delivered to a subject by, for 
example, intravenous injection, local administration (U.S. 5,328,470) or by stereotactic 
injection (see e.g., Chen e! aL, PNAS 97:3054-3057 (1994)). The pharmaceutical 
preparation of the gene therapy vector can include the gene therapy vector in an 

25 acceptable diluent, or can comprise a slow release matrix in which the gene delivery 
vehicle is imbedded. Alternatively, where the complete gene delivery vector can be 
produced intact from recombinant cells, e.g. retroviral vectors, the pharmaceutical 

- . .preparation can include one or more cells which produce the gene delivery system. 

- - V - .The pharmaceuticaL.compositions can be.- included, in a container, . pack, or 

3 0 dispenser together with instructions for administration. 
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This invention may be embodied in many different fonns and should not be 
construed as limited to the embodiments set forth herein; rather, these embodiments are 
provided so that this disclosure vvill fully convey the invention to those skilled in the art. 
Many modifications and other embodiments of the invention will come to mind in one 
skilled in the art to which this invention pertains having the benefit of the teachings 
presented in the foregoing description. Although specific terms are employed, they are 
used as in the art unless otherwise indicated. 
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